ES R

FIRI B :2016/11/28 14:28:30

S
2{H EEHEAE HHEHIIN—T
2016/10/01~2016/10/31 Z it
BEBREE REKRISD [N A I
Bz HHEIE)

S.aureus 93 44.1%
P.aeruginosa 24 11.4%
S.aureus (MRSA) 20 9.5%
H.influenzae 12 5.7%
CNS 7 3.3%
E.coli 7 3.3%
M(B).catarrhalis 4 1.9%
Aspergillus sp. 4 1.9%
HEBRER 3 1.4%
B —streptococcus 3 1.4%
D 34 16.1%

M S.aureus M P.aeruginosa M S.aureus (MRSA) H H.influenzae

BCNS M E.coli 1 M(B).catarrhalis = Aspergillus sp.
BRKRER m B-streptococcus = F Dt
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CNS 6 14.3%
S.aureus (MRSA) 6 14.3%
S.aureus 6 14.3%
Bacillus sp. 4 9.5%
P.aeruginosa 3 7.1%
E.coli 3 7.1%
MRCNS 2 4.8%
E.faecium 2 4.8%
C.parapsilosis 2 4.8%
A.baumannii 2 4.8%
ZDAth 6 14.3%

BECNS M S.aureus (MRSA) M S.aureus M Bacillus sp.

M P.aeruginosa M E.coli BmMRCNS ™ E.faecium

C.parapsilosis M A.baumannii = Z®Oith
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M P.aeruginosa
® K.pneumoniae

CEBHRER

M S.aureus (MRSA) m C.albicans

W S.marcescens

M S.aureus
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P.aeruginosa 138 18.2%
S.aureus (MRSA) 58 7.6%
C.albicans 55 7.2%
S.aureus 54 7.1%
K.pneumoniae 46 6.1%
S.agalactiae 42 5.5%
S.marcescens 34 4.5%
H.influenzae 34 4.5%
HERER 29 3.8%
P.mirabilis 28 3.7%
D 241 31.8%

® H.influenzae




ES R

FIRI B :2016/11/28 14:28:30

&
24 H E B #HEITIN—TF
2016/10/01~2016/10/31 S
BEBREE REKRISD B e
B HH#HEIE)

Cjejuni 75 40.5%
THRIEMHRBEGES1) 17 9.2%
P.aeruginosa 10 5.4%
THRIREMHRBECES4) 9 4.9%
THRIEEXRBEGESS) 8 4.3%
THRIREMHRBEGESI) 8 4.3%
THRIREERBEGESS6) 7 3.8%
THRIEMHRBEGES2) 6 3.2%
Salmonella—04 6 3.2%
S.aureus 5 2.7%
ZDith 34 18.4%

H C.jejuni B THRIRMERBREGES 1) m P.aeruginosa

B THRERBE(ESS) n THRREXBEE(GESD) n TAREXBEEGESS)
" TRIRMEKRBGRGESS) » THRIERMEXBE(ES?2) » Salmonella-04

M S.aureus nZhith
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E.coli 252 35.9%
E.faecalis 64 9.1%
S.agalactiae 61 8.7%
K.pneumoniae 39 5.6%
E.coli(ESBLs) 39 5.6%
P.aeruginosa 32 4.6%
C.albicans 25 3.6%
EEGER 15 2.1%
E.faecium 15 2.1%
S.aureus 13 1.9%
Z Dt 146 20.8%

M E.coli

 E.coli(ESBLs)

E.faecium

M P.aeruginosa ™ C.albicans

B K.pneumoniae

EBERER




