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S.aureus 64 36.0%
S.aureus (MRSA) 20 11.2%
P.aeruginosa 17 9.6%
H.influenzae 9 5.1%
/3 —streptococcus 8 4.5%
A.baumannii 5 2.8%
CNS 4 2.2%
C.albicans 4 2.2%
« —streptococcus 3 1.7%
S.pneumoniae (PSSP) 3 1.7%
ZDAth 41 23.0%

M S.aureus M S.aureus (MRSA) W P.aeruginosa
M H.influenzae M B-streptococcus M A.baumannii
mMCNS m C.albicans a-streptococcus

¥ S.pneumoniae (PSSP) 1 F Mt




ES R

FIfRI B :2020/04/28 14:13:02

S
2{H EEHEAE HHEHIIN—T
2020/03/01~2020/03/31 1 3% - ZEHI &
EERERE RERRITSD [Ebal R
Bz HHEIE)

E.coli 12 22.2%
o —streptococcus 5 9.3%
E.cloacae 5 9.3%
MRCNS 4 7.4%
S.aureus (MRSA) 4 7.4%
S.agalactiae 3 5.6%
/3 —streptococcus 2 3.7%
CNS 2 3.7%
S.pneumoniae (PSSP) 2 3.7%
P.aeruginosa 2 3.7%
D 13 24.1%

M E.coli

EMRCNS

m B-streptococcus

W P.aeruginosa

B a-streptococcus

M S.aureus (MRSA)

M E.cloacae
M S.agalactiae

S.pneumoniae (PSSP)
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P.aeruginosa 122 17.7%
S.aureus (MRSA) 70 10.1%
S.aureus 59 8.5%
C.albicans 57 8.2%
S.agalactiae 38 5.5%
S.marcescens 35 5.1%
H.influenzae 35 5.1%
C.glabrata 33 4.8%
M(B).catarrhalis 28 4.1%
K.pneumoniae 23 3.3%
ZDith 191 27.6%

M P.aeruginosa
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Cjejuni 37 38.5%
THRIEMHRBEGES1) 9 9.4%
P.aeruginosa 6 6.3%
THRIREMHRBEGES4) 5 5.2%
EARER 4 4.2%
THRIEMHRBEGESS6) 4 4.2%
THRIRERBEGESS) 4 4.2%
Salmonella-07 4 4.2%
S.aureus 4 4.2%
E.coli 3 3.1%
ZDith 16 16.7%

m Cjejuni B THIERMEXBEGES 1) B P.aeruginosa
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" THRIRMEXRBREGESS) » Salmonella-07 S.aureus
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E.coli 260 34.0%
E.faecalis 73 9.6%
E.coli(ESBLs) 59 7.7%
S.agalactiae 54 7.1%
P.aeruginosa 39 5.1%
|K.oneumoniae 37 4.8%
MERER 28 3.7%
C.albicans 23 3.0%
Corynebacterium sp. 18 2.4%
C.koseri 17 2.2%
D 156 20.4%
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