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S.aureus 71 32.3%
P.aeruginosa 26 11.8%
S.aureus (MRSA) 20 9.1%
C.albicans 9 4.1%
H.influenzae 8 3.6%
E.faecalis 8 3.6%
EEERER 5 2.3%
B —streptococcus 5 2.3%
S.agalactiae 5 2.3%
E.coli(ESBLs) 5 2.3%
D 58 26.4%

M S.aureus
M H.influenzae

S.agalactiae

M S.aureus (MRSA) H C.albicans

m B-streptococcus
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S.aureus (MRSA) 11 23.4%
E.coli 6 12.8%
MRCNS 4 8.5%
CNS 3 6.4%
K.pneumoniae 3 6.4%
B —streptococcus 2 4.3%
S LIGHRE 2 4.3%
S.aureus 2 4.3%
M.morganii 2 4.3%
E.faecium 2 4.3%
FDHh 10 21.3%

M S.aureus (MRSA) B E.coli
m B-streptococcus ® F S LGTERE = S.aureus

B K.pneumoniae

M.morganii

BCNS
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P.aeruginosa 156 20.9%
S.aureus (MRSA) 65 8.7%
C.albicans 54 7.2%
S.aureus 49 6.6%
C.glabrata 46 6.2%
EEHRER 42 5.6%
S.agalactiae 31 4.1%
K.pneumoniae 31 4.1%
H.influenzae 31 4.1%
S.marcescens 23 3.1%
ZDith 219 29.3%

M P.aeruginosa M S.aureus (MRSA) m C.albicans M S.aureus

m C.glabrata N ERHER m S.agalactiae m K.pneumoniae
H.influenzae mS.marcescens = Z Dt
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[Cjejuni 64 37.9%
P.aeruginosa 14 8.3%
THRIEEXBRECES1) 8 4.7%
Salmonella—07 8 4.7%
EARER 7 4.1%
THRIREMHRBEGESI) 7 4.1%
THRIEEXRBEGESS) 6 3.6%
THRIEMHRBEGES4) 6 3.6%
S.aureus 6 3.6%
K.oxytoca 5 3.0%
ZDith 38 22.5%

B TRIREXREHEESR)
ETRREXRBEHEGESS)

m C.jejuni M P.aeruginosa
H Salmonella-07 B EBRER
" THRIRMERBGRGESS) » TRRMEXKEGEGES4S) - S.aureus
™ K.oxytoca nEZEDih
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E.coli 271 32.7%
E.faecalis 75 9.0%
E.coli(ESBLs) 61 7.3%
K.pneumoniae 54 6.5%
S.agalactiae 40 4.8%
C.albicans 32 3.9%
P.aeruginosa 30 3.6%
E.faecium 25 3.0%
HEBRER 22 2.7%
Corynebacterium sp. 21 2.5%
ZDAth 199 24.0%

M E.coli M E.faecalis

M S.agalactiae W C.albicans

M E.coli(ESBLs) M K.pneumoniae

W P.aeruginosa ™ E.faecium

EBERGER ® Corynebacterium sp. = ZMDth




