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2{H EEHEAE HHEHIIN—T
2016/05/01~2016/05/31 Z it
EEREE BRERKRISD [Ebal R
Bz HHEIE)

S.aureus 80 31.3%
H.influenzae 32 12.5%
S.aureus (MRSA) 22 8.6%
P.aeruginosa 21 8.2%
E.coli 9 3.5%
CNS 7 2.7%
MRCNS 6 2.3%
E.faecalis 6 2.3%
E.aerogenes 6 2.3%
Corynebacterium sp. 6 2.3%
ZDAth 61 23.8%

M S.aureus B H.influenzae

M E.coli mCNS

M S.aureus (MRSA) M P.aeruginosa

EMRCNS ™ E.faecalis

E.aerogenes ® Corynebacterium sp. = ZMDth
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MRCNS 5 29.4%
CNS 3 17.6%
S.aureus (MRSA) 3 17.6%
S.aureus 2 11.8%
S.pneumoniae (PSSP) 1 5.9%
P.aeruginosa 1 5.9%
E.coli 1 5.9%
C.perfringens 1 5.9%

EMRCNS
M S.aureus
M E.coli

ECNS m S.aureus (MRSA)

M S.pneumoniae (PSSP) M P.aeruginosa
m C.perfringens
| |




H 5 R

FIRI B :2016/06/24 14:18:51

S
=28 EEHEAE HHEHIIN—T
2016/05/01~2016/05/31 OB - KB - PR 35
EERERE RERRITSD [Ebal R
Bz HHEIE)

P.aeruginosa 131 17.3%
C.albicans 63 8.3%
S.aureus (MRSA) 59 7.8%
S.aureus 59 7.8%
HERER 55 7.3%
H.influenzae 55 7.3%
M(B).catarrhalis 38 5.0%
S.agalactiae 34 4.5%
C.glabrata 31 4.1%
S.marcescens 25 3.3%
Z Dt 206 27.2%

M P.aeruginosa
nEEHRER
C.glabrata

M S.aureus (MRSA) M S.aureus

M M(B).catarrhalis = S.agalactiae
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Cjejuni 62 37.3%
THRIREMHRBEGES1) 15 9.0%
EAERER 9 5.4%
S.aureus 9 5.4%
THRIEEXRBEGESS) 8 4.8%
THRIREMHRBEGES4) 8 4.8%
K.oxytoca 8 4.8%
THRIEMHRBEGESS6) 7 4.2%
THRIREXRBECESS) 7 4.2%
P.aeruginosa 7 4.2%
ZDith 26 15.7%

m C.jejuni
M S.aureus
™ K.oxytoca

W P.aeruginosa

B TRREREHEEST) n BERER
ETHRREXBEGESS) B TRREXEHEESS)
" TRREREEESS) » THRREXEEESS)
0 ZEOf
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E.coli 202 31.9%
E.faecalis 63 10.0%
S.agalactiae 53 8.4%
E.coli(ESBLs) 36 5.7%
P.aeruginosa 25 3.9%
EEHRER 23 3.6%
K.pneumoniae 22 3.5%
C.albicans 22 3.5%
S.aureus 20 3.2%
CNS 19 3.0%
ZDAth 148 23.4%

M E.coli M E.faecalis M S.agalactiae M E.coli(ESBLs)

H P.aeruginosa ® BRI ERE = K.pneumoniae = C.albicans
S.aureus ECNS R0l




