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S.aureus 47 30.7%
S.aureus (MRSA) 18 11.8%
P.aeruginosa 12 7.8%
K.pneumoniae 9 5.9%
E.coli 5 3.3%
C.albicans 5 3.3%
EF 4 2.6%
Aspergillus sp. 4 2.6%
| S.agalactiae 3 2.0%
P.mirabilis 3 2.0%
Z 0t 43 28.1%

M S.aureus M S.aureus (MRSA) M P.aeruginosa W K.pneumoniae

m E.coli ® C.albicans nEHEE = Aspergillus sp.
S.agalactiae P.mirabilis nZ0ih
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E.coli(ESBLs) 10 19.6%
P.aeruginosa 7 13.7%
E.coli 6 11.8%
CNS 5 9.8%
C.glabrata 5 9.8%
MRCNS 4 7.8%
C.albicans 3 5.9%
S.aureus 2 3.9%
K.pneumoniae 2 3.9%
E.faecium 2 3.9%
Z D1t 5 9.8%

M E.coli(ESBLs)

M C.glabrata

K.pneumoniae

M P.aeruginosa M E.coli

mCNS

W S.aureus
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P.aeruginosa 79 13.4%
C.albicans 52 8.8%
S.aureus 49 8.3%
M(B).catarrhalis 45 7.7%
S.aureus (MRSA) 4 7.0%
K.pneumoniae 32 5.4%
S.agalactiae 28 4.8%
C.glabrata 27 4.6%
S.pneumoniae (PSSP) 24 4.1%
E.coli 18 3.1%
Z D1t 193 32.8%

M P.aeruginosa

= M(B).catarrhalis

W S.agalactiae

E.coli

M S.aureus (MRSA)

M S.aureus

m K.pneumoniae

1 S.pneumoniae (PSSP)
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Cjejuni 39 47.6%
Salmonella—07 7 8.5%
THRIEHXBECES) 6 7.3%
THRIREXGRECGESS) 3 3.7%
THRIEHXBECGEESI) 3 3.7%
Salmonella—04 3 3.7%
BEEERE 2 2.4%
THRIREXGRECGES9) 2 2.4%
THRIREXGEGEES4) 2 2.4%
o/ —streptococcus 2 2.4%
ZDfh 13 15.9%

H C.jejuni ® Salmonella-07 = TREERGEGES)
uTHIRERBEGESS) m THRRMEAEE(ES3) 8 Salmonella-04
" EERER THRERBECRS) » TAREXBE(ESS)

a-streptococcus nZ0ith
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E.coli 185 24.2%
E.coli(ESBLs) 94 12.3%
S.agalactiae 58 7.6%
K.pneumoniae 54 7.0%
E.faecalis 48 6.3%
P.aeruginosa 41 5.4%
P.mirabilis 32 4.2%
ERRER 30 3.9%
C.albicans 24 3.1%
Corynebacterium sp. 22 2.9%
Z D1t 178 23.2%

W E.coli M E.coli(ESBLs)

M E.faecalis

C.albicans

M P.aeruginosa

M S.agalactiae

W K.pneumoniae
P EBRER

M P.mirabilis

Corynebacterium sp. = ZDfth




