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S.aureus 43 27.7%
S.aureus (MRSA) 22 14.2%
P.aeruginosa 19 12.3%
P.mirabilis 6 3.9%
E.faecalis 5 3.2%
B —streptococcus 4 2.6%
K.pneumoniae 4 2.6%
C.koseri 4 2.6%
Aspergillus sp. 4 2.6%
iR 3 1.9%
ZDHh 41 26.5%

M S.aureus M S.aureus (MRSA) M P.aeruginosa 1 P.mirabilis

M E.faecalis M B-streptococcus ® K.pneumoniae = C.koseri

= Aspergillus sp. BEEf nZ Ot
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C.parapsilosis 8 11.8%
E.coli 7 10.3%
K.pneumoniae 6 8.8%
E.coli(ESBLs) 6 8.8%
S.aureus 5 7.4%
K.pneumoniae(ESBLs) 5 7.4%
CNS 4 5.9%
E.faecium 4 5.9%
MRCNS 3 4.4%
S.aureus (MRSA) 3 4.4%
Z D1t 17 25.0%

M C.parapsilosis

™ E.coli(ESBLs)

HCNS
S.aureus (MRSA)

m K.pneumoniae
M K.pneumoniae(ESBLs)

“MRCNS
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P.aeruginosa 102 17.2%
C.albicans 53 8.9%
S.aureus (MRSA) 44 7.4%
S.aureus 36 6.1%
K.pneumoniae 36 6.1%
S.agalactiae 28 4.7%
C.glabrata 27 4.6%
M(B).catarrhalis 26 4.4%
SRR 23 3.9%
S.pneumoniae (PSSP) 22 3.7%
Z D1t 196 33.1%

M P.aeruginosa M C.albicans m S.aureus (MRSA)
W S.aureus M K.pneumoniae M S.agalactiae
= C.glabrata 1 M(B).catarrhalis CEBBRER

S.pneumoniae (PSSP) 1 Z M1t
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Cjejuni 79 46.7%
THRIREXGRECES4) 11 6.5%
THRIEHXBECESS) 8 4.7%
THRIREXBGRECGES 1) 8 4.7%
S.aureus 8 4.7%
Salmonella—04 7 4.1%
C.albicans 7 4.1%
Salmonella—07 6 3.6%
BELnEXBEREO—111) 4 2.4%
THRIFHEXBEGEEI) 4 2.4%
ZDfh 27 16.0%

H C.jejuni

= THRRMEAGRE(ESS)

M S.aureus

m C.albicans

B M KEZEO—111)

nZ04

B THRIRERBEGESS)
o THIRERBEGES)

® Salmonella-04

Salmonella-07

THREEXBE(GEESS)
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E.coli 277 28.1%
E.coli(ESBLs) 96 9.7%
S.agalactiae 76 7.7%
E.faecalis 65 6.6%
P.aeruginosa 59 6.0%
K.pneumoniae 58 5.9%
C.albicans 41 4.2%
P.mirabilis 33 3.4%
EERER 30 3.0%
K.pneumoniae(ESBLs) 22 2.2%
Z D1t 228 23.1%

M E.coli M E.coli(ESBLs) m S.agalactiae

™ E.faecalis M P.aeruginosa
m C.albicans = P.mirabilis BEARER
K.pneumoniae(ESBLs) = ZMD1th

M K.pneumoniae




