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S.aureus 51 33.3%
S.aureus (MRSA) 19 12.4%
P.aeruginosa 16 10.5%
EF% 4 2.6%
B —streptococcus 4 2.6%
MRCNS 4 2.6%
| S.agalactiae 4 2.6%
E.faecalis 4 2.6%
EERER 3 2.0%
CNS 3 2.0%
Z 0t 41 26.8%
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S.aureus (MRSA) 11 22.0%
E.coli 10 20.0%
3 —streptococcus 6 12.0%
S.aureus 5 10.0%
CNS 3 6.0%
P.aeruginosa 2 4.0%
K.pneumoniae(ESBLs) 2 4.0%
K.pneumoniae 2 4.0%
E.coli(ESBLs) 2 4.0%
B.cepacia 2 4.0%
Z D1t 5 10.0%

M S.aureus (MRSA)

W S.aureus

M K.pneumoniae(ESBLs)  K.pneumoniae

B.cepacia

W B-streptococcus

M P.aeruginosa

E.coli(ESBLs)
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P.aeruginosa 97 17.5%
S.aureus 47 8.5%
S.aureus (MRSA) 45 8.1%
C.albicans 42 7.6%
C.glabrata 31 5.6%
S.agalactiae 25 4.5%
M(B).catarrhalis 24 4.3%
K.pneumoniae 23 4.1%
P.mirabilis 21 3.8%
E.coli 21 3.8%
Z D1t 179 32.3%

M P.aeruginosa M S.aureus M S.aureus (MRSA) ® C.albicans

M C.glabrata M S.agalactiae M M(B).catarrhalis = K.pneumoniae

= P.mirabilis E.coli nZ0H
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Cjejuni 37 32.5%
BERmEXBEEO—26) 19 16.7%
THRIEHXBECGEED) 14 12.3%
S.aureus 6 5.3%
BEHMERBE 5 4.4%
THRIREXGRECES4) 3 2.6%
THRIEHXBECGEESI) 3 2.6%
Salmonella—04 3 2.6%
THRIREXGEGES6) 2 1.8%
THIEHEXBEGESS) 2 1.8%
ZDfh 20 17.5%
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uZED

mfEEH I XEREO—26)
W S.aureus
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THREEXBE(GESD)
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E.coli 243 28.3%
S.agalactiae 74 8.6%
E.coli(ESBLs) 73 8.5%
K.pneumoniae 69 8.0%
E .faecalis 69 8.0%
P.aeruginosa 33 3.8%
P.mirabilis 32 3.7%
C.albicans 32 3.7%
EERER 29 3.4%
o —streptococcus 20 2.3%
Z D1t 186 21.6%

M E.coli

M E.faecalis

BEHRER

a-streptococcus = Z MDAt

W K.pneumoniae

1 C.albicans




