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S.aureus 55 32.2%
S.aureus (MRSA) 24 14.0%
P.aeruginosa 19 11.1%
E.coli 6 3.5%
C.albicans 6 3.5%
C.freundii 5 2.9%
P.mirabilis 4 2.3%
K.pneumoniae 4 2.3%
E.faecalis 4 2.3%
E.coli(ESBLs) 4 2.3%
Z 0t 40 23.4%

M S.aureus M S.aureus (MRSA) M P.aeruginosa M E.coli

H C.albicans u C.freundii ® P.mirabilis 1 K.pneumoniae

E.faecalis E.coli(ESBLs) nZ0ih
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K.pneumoniae 7 15.2%
MRCNS 6 13.0%
E.coli 6 13.0%
K.pneumoniae(ESBLs) 5 10.9%
S.aureus (MRSA) 4 8.7%
CNS 3 6.5%
E.faecalis 3 6.5%
S.aureus 2 4.3%
S.agalactiae 2 4.3%
P.aeruginosa 2 4.3%
Z D1t 6 13.0%

W K.pneumoniae

= K.pneumoniae(ESBLs) M S.aureus (MRSA)

W E.faecalis

P.aeruginosa

M E.coli

ECNS

1 S.agalactiae




H KR

FNRI B :2025/08/25 15:11:48

s
248 R HHEIN—T
2025/07/01~2025/07/31 ORE- KB -FFIR 2R
BEREE BHKRISD BABIKR R
wiE HHEES)

P.aeruginosa 123 18.4%
S.aureus (MRSA) 57 8.5%
S.aureus 44 6.6%
C.albicans 44 6.6%
S.agalactiae 33 4.9%
K.pneumoniae 33 4.9%
M(B).catarrhalis 28 4.2%
ERRER 26 3.9%
H.influenzae 26 3.9%
C.glabrata 24 3.6%
Z D1t 230 34.4%

M P.aeruginosa
M S.agalactiae

" H.influenzae

M S.aureus (MRSA) M S.aureus
® M(B).catarrhalis = EERHREH

M K.pneumoniae

m C.albicans
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C,jejuni 42 35.0%
THIEHXERECESS) 8 6.7%
P.aeruginosa 8 6.7%
Salmonella—07 7 5.8%
Salmonella—04 7 5.8%
THRIREXRBECES) 5 4.2%
K.oxytoca 5 4.2%
S.aureus 4 3.3%
THIEEREEGESG) 3 2.5%
THRIREXBECESS) 3 2.5%
Z D1t 28 23.3%

m C.jejuni B THRIRMERZE(GESS) = P.aeruginosa
m Salmonella-07 H Salmonella-04 B THEEKBGRECEST)
m K.oxytoca " S.aureus THREXEE(ESSG)

THEMERGE(ESS) n 201t
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E.coli 258 29.2%
E.coli(ESBLs) 73 8.3%
S.agalactiae 61 6.9%
E.faecalis 58 6.6%
K.pneumoniae 56 6.3%
P.aeruginosa 55 6.2%
EERER 31 3.5%
C.albicans 31 3.5%
P.mirabilis 29 3.3%
o —streptococcus 26 2.9%
Z D1t 206 23.3%

M E.coli M E.coli(ESBLs) M S.agalactiae ™ E.faecalis

B K.pneumoniae M P.aeruginosa ®mERBHER = Calbicans

P.mirabilis a-streptococcus = F D




