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S.aureus 55 35.9%
S.aureus (MRSA) 15 9.8%
P.aeruginosa 8 5.2%
B —streptococcus 3.9%
H.influenzae 5 3.3%
EERER 4 2.6%
C.glabrata 4 2.6%
A.baumannii 4 2.6%
& —streptococcus 3 2.0%
P.mirabilis(ESBLs) 3 2.0%
ZDHh 46 30.1%

M S.aureus
B H.influenzae
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P.mirabilis(ESBLs) = Z (M th
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MRCNS 8 14.3%
S.marcescens 7 12.5%
E.coli(ESBLs) 7 12.5%
CNS 6 10.7%
S.aureus 4 7.1%
E.coli 4 7.1%
E.cloacae 4 7.1%
S —streptococcus 3 5.4%
M.morganii 3 5.4%
S.aureus (MRSA) 2 3.6%
Z D1t 8 14.3%

®m MRCNS
W S.aureus

= M.morganii

S.aureus (MRSA) = Z Dt

HCNS

I B-streptococcus




H KR

FNRI B :2025/07/29 13:34:05

s
248 R HHEIN—T
2025/06/01~2025/06/30 Of%- S8 - FFR 2
BEREE BHKRISD BABIKR R
wiE HHEE)

P.aeruginosa 118 17.5%
S.aureus 62 9.2%
C.albicans 54 8.0%
S.aureus (MRSA) 52 7.7%
H.influenzae 43 6.4%
S.marcescens 32 4.7%
S.agalactiae 29 4.3%
ERRER 28 4.1%
M(B).catarrhalis 28 4.1%
C.glabrata 26 3.9%
Z D1t 203 30.1%

M P.aeruginosa
M H.influenzae

" M(B).catarrhalis

™ S.aureus (MRSA)
" EERER
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C,jejuni 46 50.5%
Salmonella—04 6 6.6%
THRIREXIFECESG) 5 5.5%
THRIRMEXRBERECESS) 4 4.4%
THRIREXZECES 1) 4 4.4%
P.aeruginosa 4 4.4%
C.albicans 4 4.4%
Salmonella—07 3 3.3%
K.oxytoca 3 3.3%
E.coli(ESBLs) 3 3.3%
Z D1t 9 9.9%

H C.jejuni ® Salmonella-04 = THREEXGEGESS)
» THIEEXGRECESS) m THIRERMEXREZEEGES 1) W P.aeruginosa
m C.albicans Salmonella-07 K.oxytoca

E.coli(ESBLs) Zhfth
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E.coli 222 26.6%
E.coli(ESBLs) 84 10.1%
S.agalactiae 72 8.6%
E.faecalis 55 6.6%
P.aeruginosa 46 5.5%
K.pneumoniae 38 4.6%
C.albicans 33 4.0%
EEERER 27 3.2%
S.aureus 26 3.1%
P.mirabilis 24 2.9%
Z D 208 24.9%

M E.coli

M P.aeruginosa M K.pneumoniae ® C.albicans

S.aureus

™ E.faecalis

nEBERER




