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S.aureus 52 34.0%
P.aeruginosa 18 11.8%
S.aureus (MRSA) 15 9.8%
E faecalis 6 3.9%
E.coli 5 3.3%
S.pneumoniae 4 2.6%
| S.agalactiae 4 2.6%
C.albicans 4 2.6%
B —streptococcus 3 2.0%
MRCNS 3 2.0%
Z 0t 39 25.5%

M S.aureus M P.aeruginosa M S.aureus (MRSA) 1 E.faecalis

M E.coli M S.pneumoniae M S.agalactiae 1 C.albicans

B-streptococcus  MRCNS nZ0ih
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MRCNS 8 22.9%
E.coli 6 17.1%
E .faecalis 4 11.4%
P.aeruginosa 3 8.6%
K.pneumoniae(ESBLs) 3 8.6%
CNS 2 5.7%
S.aureus 2 5.7%
S.agalactiae 2 5.7%
E.coli(ESBLs) 2 5.7%
S.aureus (MRSA) 1 2.9%
Z D1t 2 5.7%

® MRCNS
W P.aeruginosa

W S.aureus

S.aureus (MRSA)

m E.faecalis

M K.pneumoniae(ESBLs) @ CNS
E.coli(ESBLs)
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P.aeruginosa 113 15.7%
S.aureus (MRSA) 55 7.6%
H.influenzae 53 7.3%
S.aureus 44 6.1%
S.agalactiae 42 5.8%
M(B).catarrhalis 39 5.4%
C.albicans 37 5.1%
ERRER 33 4.6%
S.marcescens 32 4.4%
K.pneumoniae 28 3.9%
Z D1t 246 34.1%

M P.aeruginosa
M S.agalactiae

I S.marcescens

M S.aureus (MRSA) B H.influenzae

M M(B).catarrhalis ® C.albicans

W S.aureus
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Cjejuni 33 47.1%
THRIREXBGRECES 1) 7 10.0%
THIEHXBECGESES) 5 7.1%
P.aeruginosa 4 5.7%
BEEERE 2 2.9%
THRIREXGRECESG6) 2 2.9%
THRIEHXBECGEESI) 2 2.9%
S.aureus 2 2.9%
THRIEEXGEGES9) 1 1.4%
THIREHEXBEGES5)ESBLs 1 1.4%
ZDfh 11 15.7%

® Cjejuni B THIEEKEEES)

u THRREXGEGESD) = P.aeruginosa

u BEEBHRER u THIREKZE(GESS6)

n THRIRMXREGE(GESS) S.aureus
THIREXBEES9) THRIRMEKRBE (RS 5)ESBLs
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E.coli 236 27.7%
E.coli(ESBLs) 81 9.5%
E .faecalis 77 9.0%
S.agalactiae 62 7.3%
P.aeruginosa 44 5.2%
|K.pneumoniae 40 4.7%
EERER 36 4.2%
Corynebacterium sp. 31 3.6%
C.albicans 27 3.2%
P.mirabilis 25 2.9%
Z D1t 194 22.7%

W E.coli M E.coli(ESBLs)

M P.aeruginosa

C.albicans P.mirabilis

M K.pneumoniae

W E.faecalis
" EEHRER
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1 S.agalactiae

1 Corynebacterium sp.




