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S.aureus 45 30.2%
P.aeruginosa 15 10.1%
S.aureus (MRSA) 13 8.7%
S.pneumoniae 9 6.0%
H.influenzae 4.0%
E.faecalis 6 4.0%
S.pneumoniae (PSSP) 5 3.4%
A.baumannii 5 3.4%
B —streptococcus 4 2.7%
MRCNS 4 2.7%
Z 0t 37 24.8%

M S.aureus M P.aeruginosa M S.aureus (MRSA)
1 S.pneumoniae M H.influenzae M E.faecalis
m S.pneumoniae (PSSP) = A.baumannii B-streptococcus

MRCNS " ZDfth
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S.aureus (MRSA) 6 20.7%
E.coli(ESBLs) 5 17.2%
3 —streptococcus 2 6.9%
MRCNS 2 6.9%
CNS 2 6.9%
E.coli 2 6.9%
E.aerogenes 2 6.9%
B.ovatus 2 6.9%
B.cereus 2 6.9%
S.aureus 1 3.4%
Z D1t 3 10.3%

MW S.aureus (MRSA) ® E.coli(ESBLs)

ECNS

B.cereus

m B-streptococcus @ MRCNS

" B.ovatus
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P.aeruginosa 107 14.5%
S.aureus 60 8.1%
S.aureus (MRSA) 55 7.5%
M(B).catarrhalis 54 7.3%
C.albicans 54 7.3%
S.agalactiae 46 6.2%
H.influenzae 34 4.6%
K.pneumoniae 31 4.2%
C.glabrata 25 3.4%
S.pneumoniae (PSSP) 24 3.3%
Z D1t 248 33.6%

M P.aeruginosa W S.aureus m S.aureus (MRSA)
M M(B).catarrhalis M C.albicans M S.agalactiae
W H.influenzae 1 K.pneumoniae 1 C.glabrata

S.pneumoniae (PSSP) 1 Z M1t
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C.jejuni 23 35.9%
THRIREXGRECESG6) 6 9.4%
THRIEHXBECESES) 4 6.3%
THREHXBECGES) 4 6.3%
THRIEHXBECGEESI) 3 4.7%
Salmonella—04 3 4.7%
P.aeruginosa 3 4.7%
BEERER 2 3.1%
S.aureus (MRSA) 2 3.1%
S.aureus 2 3.1%
ZDfh 12 18.8%

m Cjejuni = THIRMEREEES6) s TRAREXBECES4)
nTHRFEEXGECES) s THEMEXEE(GES3) ® Salmonella-04
= P.aeruginosa ERRER S.aureus (MRSA)

S.aureus nZOith
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E.coli 211 24.8%
E.coli(ESBLs) 74 8.7%
S.agalactiae 72 8.5%
E.faecalis 61 7.2%
K.pneumoniae 56 6.6%
P.aeruginosa 47 5.5%
C.albicans 36 4.2%
ERRER 33 3.9%
Corynebacterium sp. 29 3.4%
P.mirabilis 24 2.8%
Z D1t 208 24.4%

M E.coli

M K.pneumoniae

= Corynebacterium sp.

M E.coli(ESBLs) M S.agalactiae ™ E.faecalis
B P.aeruginosa = C.albicans CEERER
P.mirabilis " EZDfh




