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S.aureus 30 24.0%
S.aureus (MRSA) 13 10.4%
P.aeruginosa 10 8.0%
S.pneumoniae (PSSP) 7 5.6%
H.influenzae 7 5.6%
A.baumannii 7 5.6%
E.coli 5 4.0%
S.pyogenes 4 3.2%
S.marcescens 4 3.2%
M(B).catarrhalis 4 3.2%
ZDHh 34 27.2%

M S.aureus
1 S.pneumoniae (PSSP) W H.influenzae
M E.coli

M(B).catarrhalis

M S.aureus (MRSA)

M P.aeruginosa
B A.baumannii

" S.marcescens
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MRCNS 7 13.7%
CNS 6 11.8%
S.aureus (MRSA) 5 9.8%
E.coli 5 9.8%
C.tropicalis 4 7.8%
Bacillus sp. 3 5.9%
B.cereus 3 5.9%
S.marcescens 2 3.9%
E.faecalis 2 3.9%
E.aerogenes 2 3.9%
Z D1t 12 23.5%

B MRCNS
M C.tropicalis

1 E.faecalis

W S.aureus (MRSA) ® E.coli

% S.marcescens
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P.aeruginosa 105 13.4%
S.aureus 70 8.9%
S.aureus (MRSA) 64 8.2%
M(B).catarrhalis 50 6.4%
C.albicans 48 6.1%
S.agalactiae 45 5.7%
H.influenzae 43 5.5%
K.pneumoniae 33 4.2%
B.cepacia 30 3.8%
C.glabrata 27 3.4%
Z D1t 268 34.2%

M P.aeruginosa
M C.albicans

1 B.cepacia

M S.aureus (MRSA) & M(B).catarrhalis

= K.pneumoniae
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Cjejuni 21 27.3%
THIEHXBERECES1) 6 7.8%
P.aeruginosa 6 7.8%
THIFEHEXEECES6) 5 6.5%
THRIREXBECESS) 5 6.5%
K.pneumoniae(ESBLs) 4 5.2%
C.glabrata 4 5.2%
C.albicans 4 5.2%
S.aureus 3 3.9%
K.oxytoca 3 3.9%
Z D1t 16 20.8%

m C.jejuni B THRIRMERZEGES 1) = P.aeruginosa
» THIEEXZRECESS) m THIRMEXREZEGESS) W K.pneumoniae(ESBLs)
m C.glabrata 1 C.albicans S.aureus

K.oxytoca nZ0ith
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E.coli 199 26.9%
E.faecalis 66 8.9%
E.coli(ESBLs) 66 8.9%
S.agalactiae 52 7.0%
K.pneumoniae 45 6.1%
P.aeruginosa 39 5.3%
EERER 31 4.2%
o —streptococcus 24 3.2%
Corynebacterium sp. 22 3.0%
C.albicans 20 2.7%
Z D1t 176 23.8%

HE.coli
M K.pneumoniae

Corynebacterium sp.

M E.faecalis M E.coli(ESBLs) 1 S.agalactiae
B P.aeruginosa nBEBRER I a-streptococcus
C.albicans nZ0fth




