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S.aureus 38 35.2%
S.aureus (MRSA) 12 11.1%
P.aeruginosa 8 7.4%
S.pyogenes 6 5.6%
H.influenzae 5 4.6%
CNS 3 2.8%
S.pneumoniae (PSSP) 3 2.8%
S.pneumoniae 3 2.8%
P.mirabilis 3 2.8%
Corynebacterium sp. 3 2.8%
Z 0t 24 22.2%

M S.aureus M S.aureus (MRSA) M P.aeruginosa
1 S.pyogenes M H.influenzae ECNS
1 S.pneumoniae (PSSP) i S.pneumoniae P.mirabilis

Corynebacterium sp. = Z®D{th
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E.coli(ESBLs) 10 23.3%
MRCNS 9 20.9%
3 —streptococcus 2 4.7%
S.marcescens 2 4.7%
S.aureus (MRSA) 2 4.7%
S.aureus 2 4.7%
S.agalactiae 2 4.7%
E.faecium 2 4.7%
E.faecalis 2 4.7%
Corynebacterium sp. 2 4.7%
Z D1t 8 18.6%

M E.coli(ESBLs) mMRCNS
M S.aureus (MRSA) M S.aureus

E.faecalis Corynebacterium sp. = ZMD4th

M B-streptococcus

1 E.faecium

W S.marcescens
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P.aeruginosa 78 10.7%
S.aureus (MRSA) 75 10.3%
S.aureus 72 9.9%
H.influenzae 53 7.3%
M(B).catarrhalis 51 7.0%
S.agalactiae 48 6.6%
S.pneumoniae (PSSP) 40 5.5%
C.albicans 40 5.5%
K.pneumoniae 32 4.4%
C.glabrata 30 4.1%
Z D1t 207 28.5%

M P.aeruginosa

® H.influenzae

1 S.pneumoniae (PSSP) i C.albicans

C.glabrata

m S.aureus (MRSA)

W M(B).catarrhalis

M S.aureus
M S.agalactiae

= K.pneumoniae

FNRI B :2025/03/27 10:55:18




H 5 BRI

Fizi s S

FNRI B :2025/03/27 10:55:18

248 R HHEIIN—T
2025/02/01~2025/02/28 SHIESS
EEREE RERKRITTD BB KRE
wiE HHES)
C.jejuni 24 31.6%
THREXBECES 1D 9 11.8%
P.aeruginosa 7 9.2%
THIRMEXBEHECES6) 5 6.6%
S.aureus 5 6.6%
THREXBRECES4) 4 5.3%
Salmonella—04 4 5.3%
THREXBECESS) 3 3.9%
Salmonella—07 3 3.9%
K.oxytoca 3 3.9%
Z D1t 9 11.8%

m C.jejuni

» THIREEXGE(ES6) mS.aureus
THREEXBEEGESS)

m Salmonella-04

K.oxytoca

= THREXBZEEGES 1) = P.aeruginosa

B MRIRERBEES4S)

Salmonella-07
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E.coli 181 25.0%
E.coli(ESBLs) 82 11.3%
S.agalactiae 53 7.3%
E.faecalis 43 5.9%
P.aeruginosa 42 5.8%
|K.pneumoniae 41 5.7%
EERER 27 3.7%
C.albicans 27 3.7%
E.faecium 25 3.5%
P.mirabilis 23 3.2%
Z D1t 180 24.9%

M E.coli

B P.aeruginosa M K.pneumoniae m BRI EHE

E.faecium

™ E.faecalis

1 C.albicans




