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S.aureus 51 32.7%
S.aureus (MRSA) 26 16.7%
H.influenzae 11 7.1%
P.aeruginosa 9 5.8%
E faecalis 4 2.6%
C.albicans 4 2.6%
B —streptococcus 3 1.9%
CNS 3 1.9%
K.pneumoniae 3 1.9%
Corynebacterium sp. 3 1.9%
ZDHh 39 25.0%

M S.aureus M S.aureus (MRSA)
M E.faecalis M C.albicans

K.pneumoniae Corynebacterium sp. = Z D4t

1 B-streptococcus

W P.aeruginosa

©CNS
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S.aureus (MRSA) 10 20.0%
E.coli 6 12.0%
S.aureus 5 10.0%
E.coli(ESBLs) 4 8.0%
o —streptococcus 3 6.0%
MRCNS 3 6.0%
P.mirabilis 2 4.0%
E.faecium 2 4.0%
E.faecalis 2 4.0%
E.aerogenes 2 4.0%
Z D1t 11 22.0%

M S.aureus (MRSA) ® E.coli

M a-streptococcus @ MRCNS

1 E.faecalis

1 E.coli(ESBLs)

1 E.faecium
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P.aeruginosa 103 12.4%
S.aureus 94 11.3%
S.aureus (MRSA) 75 9.0%
C.albicans 64 7.7%
M(B).catarrhalis 48 5.8%
S.agalactiae 43 5.2%
H.influenzae 41 4.9%
C.glabrata 36 4.3%
B.cepacia 32 3.8%
K.pneumoniae 31 3.7%
Z D1t 265 31.9%

M P.aeruginosa

B M(B).catarrhalis M S.agalactiae

1 B.cepacia

W H.influenzae

m S.aureus (MRSA) = C.albicans

1 C.glabrata
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C,jejuni 28 47.5%
Salmonella—07 5 8.5%
S.aureus 4 6.8%
P.aeruginosa 4 6.8%
THIEEABREGES3) 3 5.1%
ERRER 2 3.4%
Salmonella—04 2 3.4%
E.coli(ESBLs) 2 3.4%
E.coli 2 3.4%
C.difficile 2 3.4%
Z D1t 5 8.5%

m C.jejuni
W P.aeruginosa
m Salmonella-04

C.difficile

® Salmonella-07
B THRMEKGE(ESI) n BEKER

E.coli

M S.aureus
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E.coli 211 26.4%
E.coli(ESBLs) 84 10.5%
E .faecalis 66 8.3%
K.pneumoniae 55 6.9%
S.agalactiae 50 6.3%
ERRER 33 4.1%
P.aeruginosa 32 4.0%
P.mirabilis 30 3.8%
S.aureus 27 3.4%
C.albicans 27 3.4%
Z D1t 183 22.9%

M E.coli

M S.agalactiae

S.aureus

W K.pneumoniae

W P.aeruginosa = P.mirabilis




