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S.aureus 63 34.2%
P.aeruginosa 20 10.9%
S.aureus (MRSA) 19 10.3%
C.freundii 10 5.4%
H.influenzae 7 3.8%
S.marcescens 5 2.7%
K.pneumoniae 5 2.7%
MRCNS 4 2.2%
Corynebacterium sp. 4 2.2%
5@ 3 1.6%
Z 0t 44 23.9%

M S.aureus M P.aeruginosa
B H.influenzae W S.marcescens

Corynebacterium sp. ~ EE 4

M S.aureus (MRSA)

 K.pneumoniae

m C.freundii
" MRCNS
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MRCNS 8 15.4%
E.coli 7 13.5%
K.pneumoniae 4 1.7%
Bacillus sp. 4 1.7%
CNS 3 5.8%
S.aureus (MRSA) 3 5.8%
S.aureus 3 5.8%
S.agalactiae 3 5.8%
E.coli(ESBLs) 3 5.8%
H.influenzae 2 3.8%
Z D1t 12 23.1%

HMRCNS
ECNS
1 E.coli(ESBLs)

m K.pneumoniae

M S.aureus (MRSA) ® S.aureus

1 S.agalactiae

™ Bacillus sp.
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P.aeruginosa 131 16.7%
C.albicans 72 9.2%
S.aureus (MRSA) 65 8.3%
S.aureus 56 7.1%
K.pneumoniae 40 5.1%
S.agalactiae 38 4.8%
C.glabrata 38 4.8%
H.influenzae 34 4.3%
M(B).catarrhalis 30 3.8%
P.mirabilis 26 3.3%
Z D1t 255 32.5%

M P.aeruginosa M C.albicans W S.aureus (MRSA) ® S.aureus

M K.pneumoniae M S.agalactiae m C.glabrata " H.influenzae

' M(B).catarrhalis = P.mirabilis nZ0fth
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Cjejuni 52 49.1%
Salmonella—07 9 8.5%
THRIEHXBECES) 6 5.7%
THRIREXGRECES4) 5 4.7%
P.aeruginosa 4 3.8%
THRIREXGRECGESS) 3 2.8%
K.pneumoniae(ESBLs) 3 2.8%
C.albicans 3 2.8%
BEERER 2 1.9%
THRIFHEXBEGEEI) 2 1.9%
ZDfh 17 16.0%

H C.jejuni ® Salmonella-07 = TREERGEGES)
u THRREXBZEGES4) mP.aeruginosa u THIEEKGRECESS)
M K.pneumoniae(ESBLs) C.albicans ERRER

THREMERGECESS) n 20t
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E.coli 249 25.7%
E.coli(ESBLs) 95 9.8%
E.faecalis 70 7.2%
K.pneumoniae 65 6.7%
S.agalactiae 64 6.6%
C.albicans 51 5.3%
P.aeruginosa 45 4.7%
BEERER 42 4.3%
P.mirabilis 28 2.9%
Corynebacterium sp. 26 2.7%
Z D1t 232 24.0%

HE.coli
M S.agalactiae

P.mirabilis

W E.faecalis

M E.coli(ESBLs) W K.pneumoniae

M C.albicans W P.aeruginosa CEERER

Corynebacterium sp. = ZDfth




