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S.aureus 37 25.9%
S.aureus (MRSA) 19 13.3%
P.aeruginosa 11 7.7%
S.pyogenes 9 6.3%
MRCNS 7 4.9%
H.influenzae 7 4.9%
B —streptococcus 5 3.5%
CNS 5 3.5%
P.mirabilis 4 2.8%
E.coli 4 2.8%
Z 0t 35 24.5%

M S.aureus M S.aureus (MRSA) M P.aeruginosa W S.pyogenes

mMRCNS B H.influenzae W B-streptococcus " CNS
= P.mirabilis E.coli nZ Dt
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E.coli(ESBLs) 11 15.3%
MRCNS 10 13.9%
E.coli 10 13.9%
S.aureus (MRSA) 5 6.9%
K.pneumoniae(ESBLs) 4 5.6%
o —streptococcus 3 4.2%
CNS 3 4.2%
S.marcescens 3 4.2%
S.aureus 3 4.2%
C.perfringens 3 4.2%
Z D1t 17 23.6%

M E.coli(ESBLs)

i S.aureus (MRSA)

mCNS

C.perfringens

M E.coli

M K.pneumoniae(ESBLs) M a-streptococcus

7 S.aureus
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P.aeruginosa 85 10.4%
S.aureus 73 8.9%
C.albicans 73 8.9%
M(B).catarrhalis 68 8.3%
H.influenzae 62 7.6%
S.aureus (MRSA) 49 6.0%
K.pneumoniae 42 5.1%
C.glabrata 41 5.0%
B.cepacia 40 4.9%
S.pneumoniae (PSSP) 34 4.2%
Z D1t 250 30.6%

M P.aeruginosa W S.aureus m C.albicans

M S.aureus (MRSA)

= M(B).catarrhalis B H.influenzae
M K.pneumoniae 7 C.glabrata I B.cepacia

S.pneumoniae (PSSP) 1 Z M1t
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C,jejuni 31 34.4%
THIEERBEEGES) 6 6.7%
P.aeruginosa 5 5.6%
C.albicans 5 5.6%
THRIREXBECES?2) 4 4.4%
Salmonella—04 4 4.4%
S.aureus 4 4.4%
|K.pneumoniae(ESBLs) 4 4.4%
BEERER 3 3.3%
THRIREXBECGESS) 3 3.3%
Z D1t 21 23.3%

m C.jejuni B THRIRMERZEGES 1) = P.aeruginosa
= C.albicans u THREXGZE(ES2) mSalmonella-04
m S.aureus = K.pneumoniae(ESBLs) BRHER

THREMERGE(ESS) n 201t
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E.coli 249 27.2%
E.coli(ESBLs) 97 10.6%
S.agalactiae 66 7.2%
E.faecalis 54 5.9%
K.pneumoniae 49 5.4%
C.albicans 48 5.3%
EERER 38 4.2%
P.mirabilis 33 3.6%
P.aeruginosa 32 3.5%
Corynebacterium sp. 27 3.0%
Z D1t 221 24.2%

HE.coli
M K.pneumoniae

P.aeruginosa

M E.coli(ESBLs) M S.agalactiae ™ E.faecalis
H C.albicans nBEBRER = P.mirabilis
Corynebacterium sp. = ZMD4th




