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Z{1H E & HEIINL—T
2023/12/01~2023/12/31 Z Dtk
EERERE BRI 52 HoBRKiRER
HiE HHEE)

S.aureus 42 32.8%
S.aureus (MRSA) 13 10.2%
P.aeruginosa 13 10.2%
H.influenzae 8 6.3%
B —streptococcus 4 3.1%
CNS 4 3.1%
C.koseri 4 3.1%
A.baumannii 4 3.1%
S.pyogenes 3 2.3%
S.marcescens 3 2.3%
Z D 30 23.4%

M S.aureus

M B-streptococcus @ CNS

S.pyogenes
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E.coli 7 19.4%
E.coli(ESBLs) 6 16.7%
CNS 4 11.1%
S.aureus (MRSA) 4 11.1%
MRCNS 3 8.3%
B —streptococcus 2 5.6%
S.aureus 2 5.6%
S.agalactiae 2 5.6%
K.pneumoniae 2 5.6%
E.faecalis 2 5.6%
FDih 2 5.6%

HE.coli M E.coli(ESBLs) mCNS

i S.aureus (MRSA)
= MRCNS B B-streptococcus M S.aureus 1= S.agalactiae

K.pneumoniae ' E.faecalis nZ0H
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P.aeruginosa 124 19.2%
C.albicans 59 9.1%
S.aureus (MRSA) 43 6.7%
K.pneumoniae 40 6.2%
S.aureus 37 5.7%
C.glabrata 32 5.0%
P.mirabilis 27 4.2%
S.marcescens 26 4.0%
MEREH 23 3.6%
|S.agalactiae 21 3.3%
Z Dk 214 33.1%

M P.aeruginosa M C.albicans M S.aureus (MRSA) H K.pneumoniae

 S.aureus m C.glabrata = P.mirabilis = S.marcescens

L EAKEE S.agalactiae nEFDith
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C.jejuni 29 45.3%
P.aeruginosa 6 9.4%
THRIRHEXRBECESS) 4 6.3%
THIRHERBECES1) 3 4.7%
C.albicans 3 4.7%
EERER 2 3.1%
THRIRMERBRCESS) 2 3.1%
THRIEMHRBEECGESS) 2 3.1%
Salmonella—07 1 1.6%
Salmonella—04 1 1.6%
ZFDith 11 17.2%

M C.jejuni

u THRIREMEXEZEREGES 1) m Calbicans
o THRREXBEGESSD)

Salmonella-04

THIRMEREHEGESS)

B THRREKREE(EES)
nEERER

Salmonella-07
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E.coli 242 31.4%
E.coli(ESBLs) 63 8.2%
E.faecalis 56 7.3%
P.aeruginosa 49 6.4%
|S.agalactiae 47 6.1%
|K.pneumoniae 39 5.1%
HERER 26 3.4%
C.albicans 22 2.9%
P.mirabilis 21 2.7%
E.faecium 20 2.6%
Z Dk 185 24.0%

HE.coli

M S.agalactiae

P.mirabilis

® K.pneumoniae B BERHREE

W P.aeruginosa
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