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S.aureus 58 38.2%
S.aureus (MRSA) 14 9.2%
P.aeruginosa 10 6.6%
H.influenzae 8 5.3%
C.albicans 7 4.6%
K.pneumoniae 5 3.3%
E.coli 4 2.6%
B —streptococcus 3 2.0%
S.pneumoniae (PSSP) 3 2.0%
S.maltophilia 3 2.0%
Z Dk 37 24.3%

M S.aureus M S.aureus (MRSA)
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S.aureus (MRSA) 10 17.2%
E.coli 10 17.2%
CNS 6 10.3%
MRCNS 5 8.6%
Rhodotorula sp. 5 8.6%
E.coli(ESBLs) 5 8.6%
S.aureus 4 6.9%
Y —streptococcus 2 3.4%
S.marcescens 2 3.4%
P.aeruginosa 2 3.4%
Z Dk 7 12.1%

M S.aureus (MRSA) ® E.coli
® Rhodotorula sp. ™ E.coli(ESBLs)
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P.aeruginosa 151 20.5%
S.aureus (MRSA) 57 7.7%
C.albicans 53 7.2%
|S.agalactiae 41 5.6%
C.glabrata 39 5.3%
P.mirabilis 37 5.0%
S.aureus 36 4.9%
M(B).catarrhalis 29 3.9%
K.pneumoniae 28 3.8%
H.influenzae 28 3.8%
Z Dk 237 32.2%

M P.aeruginosa M S.aureus (MRSA) | C.albicans ™ S.agalactiae

m C.glabrata M P.mirabilis W S.aureus = M(B).catarrhalis

“K.pneumoniae ' H.influenzae = Z D1
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Cjejuni 48 41.7%
P.aeruginosa 6 5.2%
THRIRHERBECES) 5 4.3%
BEHmEXBEO—157) 4 3.5%
BERmMEXBE 4 3.5%
EERER 4 3.5%
THRIRMHRBRECES?2) 4 3.5%
Salmonella—08 4 3.5%
S.aureus (MRSA) 4 3.5%
S.aureus 4 3.5%
Z D 28 24.3%
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S.aureus (MRSA)

nZDith

M P.aeruginosa
nEEHNEXBEEO—157)
nERRER

Salmonella-08

S.aureus
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E.coli 291 33.3%
E.coli(ESBLs) 81 9.3%
E.faecalis 63 7.2%
|S.agalactiae 55 6.3%
K.pneumoniae 49 5.6%
P.aeruginosa 46 5.3%
P.mirabilis 36 4.1%
C.albicans 35 4.0%
CNS 22 2.5%
C.glabrata 20 2.3%
Z Dk 175 20.0%

HE.coli M E.coli(ESBLs) M E.faecalis 1 S.agalactiae

B K.pneumoniae M P.aeruginosa ™ P.mirabilis 1 C.albicans

CNS C.glabrata EEOL]




