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S.aureus 62 39.0%
S.aureus (MRSA) 14 8.8%
P.aeruginosa 14 8.8%
H.influenzae 13 8.2%
B —streptococcus 9 5.7%
S.pneumoniae (PSSP) 4 2.5%
E.faecalis 4 2.5%
E.coli 4 2.5%
P.mirabilis 3 1.9%
K.pneumoniae 3 1.9%
D 29 18.2%

® H.influenzae

M S.aureus M S.aureus (MRSA) M P.aeruginosa
B B-streptococcus B S.pneumoniae (PSSP) = E.faecalis E.coli

P.mirabilis K.pneumoniae nZ0H
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E.coli 16 24.2%
MRCNS 10 15.2%
a —streptococcus 6 9.1%
S.marcescens 4 6.1%
S.aureus (MRSA) 4 6.1%
S.aureus 4 6.1%
CNS 3 4.5%
Corynebacterium sp. 3 4.5%
B.cereus 3 4.5%
K.pneumoniae(ESBLs) 2 3.0%
Z Dk 11 16.7%

HE.coli B MRCNS M a-streptococcus
= S.marcescens M S.aureus (MRSA) M S.aureus
= CNS 1 Corynebacterium sp. © B.cereus

K.pneumoniae(ESBLs) = Z M1t
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P.aeruginosa 123 17.2%
S.aureus (MRSA) 74 10.3%
S.aureus 61 8.5%
M(B).catarrhalis 50 7.0%
C.albicans 47 6.6%
S.agalactiae 41 5.7%
H.influenzae 37 5.2%
C.glabrata 30 4.2%
S.marcescens 28 3.9%
E.coli 25 3.5%
Z Dk 200 27.9%

M P.aeruginosa
M C.albicans

7 S.marcescens

M S.aureus (MRSA) ® S.aureus

= M(B).catarrhalis

= C.glabrata
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C.jejuni 49 50.5%
THRIREXRBECES) 8 8.2%
BEEER 5 5.2%
THIRHERGECESS) 4 4.1%
THIRHRBECESES) 4 4.1%
THRIRMERBECESS) 3 3.1%
THRIRMHRBRECES?2) 3 3.1%
S.aureus 3 3.1%
THIRHEXRBECEE3I) 2 2.1%
THIEHREEO—26) 2 2.1%
Z D 14 14.4%

B Cjejuni B THREXBEEST) nBEKER

B TRRMABEGESS) » TRAREXBE(GESS) » TRAREXEE(GESS)

= FHREXBE(ES2) = Saureus THEREXEEGESS)
THRIREXEE(O—26) n Dt
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E.coli 271 32.0%
E.coli(ESBLs) 71 8.4%
|S.agalactiae 67 7.9%
E.faecalis 60 7.1%
P.aeruginosa 49 5.8%
K.pneumoniae 41 4.8%
C.albicans 40 4.7%
MEREH 29 3.4%
S.aureus 23 2.7%
P.mirabilis 23 2.7%
Z Dk 172 20.3%

HE.coli

M P.aeruginosa M K.pneumoniae ® C.albicans

S.aureus

™ E.faecalis

L EEHRER




