H 5 HER R

itk Sia

ENRI B :2023/04/26 09:58:50

Z{1H E & HEIINL—T
2023/03/01~2023/03/31 Z Dtk
BERLERE BREKRIST [ an R
Hiz HHEE)

S.aureus 47 38.8%
S.aureus (MRSA) 13 10.7%
P.aeruginosa 12 9.9%
H.influenzae 8 6.6%
EFE 3 2.5%
S.pneumoniae (PSSP) 3 2.5%
E.faecalis 3 2.5%
C.glabrata 3 2.5%
EEREH 2 1.7%
B —streptococcus 2 1.7%
Z Dk 25 20.7%

M S.aureus M S.aureus (MRSA) M P.aeruginosa H H.influenzae
nEHEHE B S.pneumoniae (PSSP) ® E.faecalis " C.glabrata
BREER B-streptococcus EEOL]
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S.aureus (MRSA) 16 31.4%
E.coli 7 13.7%
S.aureus 4 7.8%
MRCNS 3 5.9%
K.pneumoniae 3 5.9%
E.coli(ESBLs) 3 5.9%
C.neoformans 3 5.9%
B —streptococcus 2 3.9%
Y —streptococcus 1 2.0%
S.mitis/oralis 1 2.0%
D 8 15.7%

M S.aureus (MRSA) ® E.coli M S.aureus = MRCNS

® K.pneumoniae M E.coli(ESBLs) ® C.neoformans = B-streptococcus

y-streptococcus ' S.mitis/oralis  m F D
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P.aeruginosa 103 15.0%
S.aureus (MRSA) 71 10.3%
C.albicans 64 9.3%
|S.agalactiae 49 7.1%
S.aureus 48 7.0%
C.glabrata 41 6.0%
M(B).catarrhalis 32 4.7%
S.marcescens 31 4.5%
K.pneumoniae 29 4.2%
H.influenzae 28 4.1%
FDith 191 27.8%

M P.aeruginosa
M S.aureus

[ K.pneumoniae

M S.aureus (MRSA) | C.albicans

™ S.agalactiae

M M(B).catarrhalis © S.marcescens




H 5 HER R

itk Sia

ENRI A :2023/04/26 09:58:50

24 E [ Y MEIIN—T
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BERLERE RHERKRIST EoBkinE
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C.jejuni 43 47.8%
P.aeruginosa 10 11.1%
THRIREXRBECEE) 9 10.0%
THIRHERGECEES) 4 4.4%
THIREERBEECESS) 3 3.3%
C.albicans 3 3.3%
EEERER 2 2.2%
THRIEMHREECES?2) 2 2.2%
S.aureus 2 2.2%
B.fragilis 2 2.2%
Z D 10 11.1%

M C.jejuni

" EERER
B.fragilis

THREREHEES2)

B THRREKRBEE(ES)
= THARMEREEGES4) s THRREAEE(ESS5) = Calbicans

S.aureus
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EERERE BRI 52 HoBRKiRER
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E.coli 224 29.4%
E.faecalis 72 9.4%
E.coli(ESBLs) 60 7.9%
|S.agalactiae 54 7.1%
P.aeruginosa 43 5.6%
K.pneumoniae 40 5.2%
C.albicans 25 3.3%
HERER 21 2.8%
C.koseri 20 2.6%
S.aureus 18 2.4%
ZDfth 186 24.4%

HE.coli

M P.aeruginosa M K.pneumoniae ® C.albicans

C.koseri

™ S.agalactiae

L EEHRER




