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S.aureus 44 37.3%
P.aeruginosa 10 8.5%
H.influenzae 6 5.1%
S.aureus (MRSA) 5 4.2%
EF 4 3.4%
CNS 3 2.5%
S.pneumoniae (PSSP) 3 2.5%
K.pneumoniae 3 2.5%
E.coli(ESBLs) 3 2.5%
C.glabrata 3 2.5%
ZDHh 34 28.8%
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E.coli 14 29.8%
MRCNS 6 12.8%
S.aureus 5 10.6%
E.coli(ESBLs) 5 10.6%
CNS 4 8.5%
S —streptococcus 2 4.3%
P.acnes 2 4.3%
E.faecium 2 4.3%
S.lugdunensis 1 2.1%
S.aureus (MRSA) 1 2.1%
Z D1t 5 10.6%

M E.coli
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M B-streptococcus M P.acnes

S.aureus (MRSA) = Z Dt

1 E.coli(ESBLs)

1 E.faecium
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P.aeruginosa 101 16.7%
S.aureus (MRSA) 66 10.9%
S.agalactiae 48 8.0%
S.aureus 45 7.5%
C.albicans 43 7.1%
C.glabrata 35 5.8%
P.mirabilis 31 5.1%
E.coli 26 4.3%
S.marcescens 24 4.0%
H.influenzae 22 3.6%
Z D1t 162 26.9%

M P.aeruginosa M S.aureus (MRSA) ® S.agalactiae W S.aureus

M C.albicans M C.glabrata M P.mirabilis " E.coli

1 S.marcescens H.influenzae nZDfh
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C.jejuni 33 41.3%
THIFEXBEGES) 13 16.3%
K.oxytoca 5 6.3%
THIFEXBERCES2) 4 5.0%
THREREXBECES4) 3 3.8%
P.aeruginosa 3 3.8%
THRRMEXZECESS) 2 2.5%
S.aureus (MRSA) 2 2.5%
S.aureus 2 2.5%
B.fragilis 2 2.5%
ZDfth 11 13.8%

m C.jejuni

o THRREXBEGESS)

B.fragilis

S.aureus (MRSA)

u THIREXBEEGES 1) = Koxytoca
» THIEMXGRECES2) m THIREMEXREZEEGES4) W P.aeruginosa

S.aureus
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E.coli 214 29.1%
E.coli(ESBLs) 67 9.1%
S.agalactiae 61 8.3%
E.faecalis 56 7.6%
P.aeruginosa 48 6.5%
K.pneumoniae 33 4.5%
E.faecium 22 3.0%
P.mirabilis 21 2.9%
EERER 19 2.6%
o —streptococcus 19 2.6%
Z D1t 176 23.9%

M E.coli M E.coli(ESBLs) M S.agalactiae ™ E.faecalis

M P.aeruginosa M K.pneumoniae M E.faecium 7 P.mirabilis

BERFER a-streptococcus 1 F D1t




