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S.aureus 56 38.1%
S.aureus (MRSA) 12 8.2%
P.aeruginosa 12 8.2%
H.influenzae 7 4.8%
C.albicans 4.8%
B —streptococcus 5 3.4%
E.coli 5 3.4%
MRCNS 4 2.7%
Corynebacterium sp. 4 2.7%
S.pyogenes 3 2.0%
ZDfth 32 21.8%

M S.aureus M S.aureus (MRSA)
M C.albicans M B-streptococcus

Corynebacterium sp. - S.pyogenes
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E.coli 13 35.1%
E.coli(ESBLs) 6 16.2%
S.aureus (MRSA) 4 10.8%
MRCNS 2 5.4%
CNS 2 5.4%
Peptostreptococcus sp. 2 5.4%
B.fragilis 2 5.4%
B.cereus 2 5.4%
S —streptococcus 1 2.7%
o/ —streptococcus 1 2.7%
Z D1t 2 5.4%

MW E.coli M E.coli(ESBLs) m S.aureus (MRSA)
mMRCNS B CNS M Peptostreptococcus sp.
m B.fragilis B.cereus B-streptococcus

a-streptococcus = Z0fh
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P.aeruginosa 106 18.2%
S.aureus (MRSA) 55 9.4%
C.albicans 53 9.1%
S.aureus 40 6.9%
S.agalactiae 40 6.9%
C.glabrata 35 6.0%
K.pneumoniae 27 4.6%
P.mirabilis 23 3.9%
EERER 21 3.6%
S.marcescens 20 3.4%
Z D1t 163 28.0%

M P.aeruginosa
M S.agalactiae

EBERER

M S.aureus (MRSA) ® C.albicans

W K.pneumoniae

W S.aureus

7 P.mirabilis
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Cjejuni 40 51.9%
THRIREXBGRECGES 1) 10 13.0%
Salmonella—07 5 6.5%
THRIREXGRECGESS) 3 3.9%
K.oxytoca 3 3.9%
THRIREXGRECGES?2) 2 2.6%
C.difficile 2 2.6%
B.fragilis 2 2.6%
BEERER 1 1.3%
THIREHEXBEGES5)ESBLs 1 1.3%
Z D 8 10.4%

H C.jejuni

m Salmonella-07

| K.oxytoca

m C.difficile
EERER
Tt

B THIEEKEEES)

u THIREXBE(GESS)

u THIREXBE(ES2)
B.fragilis
THIRMEKIZE (BS5)ESBLs




FRI B :2023/02/24 14:37:06

H 5 BRI

s
248 R HHEIN—T
2023/01/01~2023/01/31 MAPR R - £ TB AR
BERLE BHKRISD BABIKR R
wiE HHEIE)

E.coli 226 29.4%
E.faecalis 64 8.3%
E.coli(ESBLs) 54 7.0%
S.agalactiae 53 6.9%
K.pneumoniae 45 5.8%
P.aeruginosa 43 5.6%
P.mirabilis 27 3.5%
C.albicans 24 3.1%
E.faecium 23 3.0%
C.glabrata 21 2.7%
Z D1t 190 24.7%

W E.coli M E.faecalis M E.coli(ESBLs)  m S.agalactiae

M K.pneumoniae M P.aeruginosa ™ P.mirabilis 1 C.albicans

E.faecium C.glabrata nZDfh




