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S.aureus 67 40.6%
P.aeruginosa 23 13.9%
S.aureus (MRSA) 13 7.9%
E.coli 7 4.2%
/3 —streptococcus 6 3.6%
P.mirabilis 5 3.0%
C.parapsilosis 5 3.0%
Corynebacterium sp. 4 2.4%
C.glabrata 4 2.4%
S.marcescens 3 1.8%
ZDAth 28 17.0%
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E.coli 12 23.1%
MRCNS 7 13.5%
S.aureus (MRSA) 5 9.6%
P.aeruginosa 5 9.6%
K.pneumoniae 4 71.7%
B —streptococcus 3 5.8%
E.lenta 3 5.8%
CNS 2 3.8%
S.aureus 2 3.8%
P.micra 2 3.8%
Z Dt 7 13.5%

M E.coli EMRCNS M S.aureus (MRSA) H P.aeruginosa

M K.pneumoniae M B-streptococcus M E.lenta mMCNS

S.aureus ® P.micra nEFDih
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P.aeruginosa 115 20.6%
S.aureus (MRSA) 49 8.8%
S.agalactiae 40 7.2%
C.albicans 40 7.2%
K.pneumoniae 35 6.3%
P.mirabilis 31 5.6%
S.aureus 29 5.2%
M(B).catarrhalis 27 4.8%
C.glabrata 22 3.9%
S.marcescens 21 3.8%
ZDith 148 26.6%

M P.aeruginosa
® K.pneumoniae

C.glabrata

M S.aureus (MRSA) M S.agalactiae

M C.albicans

M M(B).catarrhalis
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Cjejuni 51 45.9%
THRIREXERERCES ) 6 5.4%
S.aureus 5 4.5%
P.aeruginosa 5 4.5%
K.oxytoca 4 3.6%
THRIREXGEERCESG) 3 2.7%
THRIEEEXBEREGESS) 3 2.7%
THRIREXBERCES2) 3 2.7%
Salmonella—08 3 2.7%
Salmonella—07 3 2.7%
D 25 22.5%

m C.jejuni

M P.aeruginosa

" TRREREEESS) » TRREXEEES2)

1 Salmonella-07

B THRIRMERBEREGES 1) mS.aureus
n THREXRBEGESS)

Salmonella-08
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E.coli 250 30.8%
K.pneumoniae 63 1.7%
S.agalactiae 57 7.0%
E.coli(ESBLs) 56 6.9%
E.faecalis 55 6.8%
P.aeruginosa 50 6.2%
P.mirabilis 29 3.6%
EEGER 28 3.4%
C.albicans 28 3.4%
E.faecium 17 2.1%
D 180 22.1%

M E.coli

M E.faecalis

C.albicans

B K.pneumoniae M S.agalactiae

M P.aeruginosa ™ P.mirabilis

M E.coli(ESBLs)
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