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S.aureus 68 43.3%
S.aureus (MRSA) 17 10.8%
P.aeruginosa 16 10.2%
E.coli 6 3.8%
C.albicans 6 3.8%
P.mirabilis 5 3.2%
MRCNS 4 2.5%
C.koseri 4 2.5%
BEEEER 3 1.9%
B —streptococcus 3 1.9%
D 25 15.9%
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S.aureus (MRSA) 8 19.5%
E.coli 7 17.1%
MRCNS 5 12.2%
CNS 4 9.8%
S.aureus 3 7.3%
E.coli(ESBLs) 3 7.3%
o —streptococcus 2 4.9%
B.fragilis 2 4.9%
B.cereus 2 4.9%
B —streptococcus 1 2.4%
ZDith 4 9.8%

M S.aureus (MRSA) B E.coli

M S.aureus
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m B-streptococcus 1 Z D4

BCNS

™ a-streptococcus = B.fragilis
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2022/09/01~2022/09/30

BEBREHE BREKRISD

M P.aeruginosa M C.albicans M S.aureus (MRSA) B K.pneumoniae

M S.aureus W S.agalactiae ™ P.mirabilis m C.glabrata

S.marcescens W EBHKEHR R0l
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P.aeruginosa 109 19.7%
C.albicans 47 8.5%
S.aureus (MRSA) 45 8.2%
K.pneumoniae 45 8.2%
S.aureus 39 7.1%
S.agalactiae 27 4.9%
P.mirabilis 26 4.7%
C.glabrata 26 4.7%
S.marcescens 24 4.3%
EERER 23 4.2%
D 141 25.5%
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C jejuni 38 40.4%
P.aeruginosa 8 8.5%
THRIEEXBRECES1) 6 6.4%
THIEEXBERCES2) 5 5.3%
Salmonella—07 5 5.3%
K.oxytoca 5 5.3%
EEERER 4 4.3%
S.aureus 4 4.3%
THIFEEXGRCESS) 3 3.2%
THRIEEXBGRCES4) 3 3.2%
ZDAth 13 13.8%

® C.jejuni M P.aeruginosa " THEERBEEST)
B THIREMEKXEE(GES2) B Salmonella-07 M K.oxytoca
N EEEBEER H S.aureus THEREEXRBECESS)

ETHRRERBE(ESS) m 20
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E.coli 283 33.8%
E.faecalis 65 7.8%
K.pneumoniae 61 7.3%
E.coli(ESBLs) 53 6.3%
S.agalactiae 38 4.5%
P.aeruginosa 37 4.4%
C.albicans 37 4.4%
P.mirabilis 29 3.5%
HEBRER 25 3.0%
C.koseri 23 2.7%
D 186 22.2%

M E.coli M E.faecalis M K.pneumoniae M E.coli(ESBLs)

W S.agalactiae ™ P.aeruginosa ™ C.albicans ™ P.mirabilis

EERHEER  ® Ckoseri = FDih




