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S.aureus 68 39.5%
P.aeruginosa 24 14.0%
S.aureus (MRSA) 17 9.9%
B —streptococcus 5 2.9%
K.pneumoniae 4 2.3%
E.faecalis 4 2.3%
E.coli 4 2.3%
Aspergillus sp. 4 2.3%
L 3 1.7%
CNS 3 1.7%
ZDith 36 20.9%

M S.aureus
B K.pneumoniae
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E.coli 12 24.5%
MRCNS 6 12.2%
S.aureus (MRSA) 6 12.2%
CNS 4 8.2%
B.cereus 4 8.2%
| B —streptococcus 3 6.1%
ERBERE 2 4.1%
Salmonella—09 2 4.1%
S.aureus 2 4.1%
S.agalactiae 2 4.1%
D 6 12.2%

M E.coli

M B.cereus

S.aureus

M S.aureus (MRSA)E CN S
m B-streptococcus = BERHREHE

™ Salmonella-09
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Bz HHEIE)

P.aeruginosa 98 19.1%
S.aureus (MRSA) 46 8.9%
S.aureus 41 8.0%
C.albicans 41 8.0%
S.agalactiae 33 6.4%
|K.oneumoniae 27 5.3%
ERBERE 21 4.1%
C.glabrata 21 4.1%
E.coli 19 3.7%
P.mirabilis 18 3.5%
ZDith 149 29.0%

M P.aeruginosa

M S.agalactiae

E.coli

M S.aureus (MRSA) M S.aureus

® K.pneumoniae

M C.albicans

m C.glabrata
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Cjejuni 79 56.0%
THRIEMHRBEGES1) 7 5.0%
K.oxytoca 7 5.0%
S.aureus 5 3.5%
THRIEEXBRCES2) 4 2.8%
fRE i 4 KIFE(O—26) 3 2.1%
THRIEEXBRECES4) 3 2.1%
P.aeruginosa 3 2.1%
E.coli(ESBLs) 3 2.1%
BAZER 2 1.4%
ZDith 25 17.7%

| C.jejuni

M K.oxytoca

B TRIREXREEER2)
nTHRIREKRBEESS)

E.coli(ESBLs)
Z Dt

B THREEXBEEST)

M S.aureus
nEEHMEXRBEEO—26)
W P.aeruginosa

" EBERER
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2022/06/01~2022/06/30 MR EE - A TE R
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E.coli 241 30.5%
E.coli(ESBLs) 65 8.2%
E.faecalis 60 7.6%
S.agalactiae 52 6.6%
K.pneumoniae 45 5.7%
P.aeruginosa 43 5.4%
C.albicans 35 4.4%
EEGER 32 4.0%
E.faecium 25 3.2%
S.aureus 24 3.0%
D 169 21.4%

M E.coli

® K.pneumoniae ® P.aeruginosa ™ C.albicans

E.faecium

M S.agalactiae

EBERER




