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S.aureus 54 37.0%
P.aeruginosa 13 8.9%
S.aureus (MRSA) 12 8.2%
CNS 7 4.8%
K.pneumoniae 7 4.8%
E.faecalis 5 3.4%
E.cloacae 5 3.4%
Corynebacterium sp. 4 2.7%
C.glabrata 4 2.7%
B —streptococcus 3 2.1%
ZDAth 32 21.9%

M S.aureus M P.aeruginosa
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E.coli 13 16.9%
MRCNS 12 15.6%
S.aureus (MRSA) 6 7.8%
CNS 5 6.5%
K.pneumoniae 5 6.5%
Corynebacterium sp. 5 6.5%
S.marcescens 4 5.2%
S.maltophilia 4 5.2%
S.epidermidis 4 5.2%
E.faecium 3 3.9%
D 16 20.8%

M E.coli

 K.pneumoniae

S.epidermidis

EMRCNS

M S.aureus (MRSA) BECNS

m Corynebacterium sp. ™ S.marcescens

= E.faecium nZ0ith

= S.maltophilia
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P.aeruginosa 89 18.0%
S.aureus (MRSA) 46 9.3%
S.aureus 39 7.9%
C.albicans 35 7.1%
S.agalactiae 27 5.5%
EEHRER 22 4.4%
P.mirabilis 22 4.4%
S.marcescens 18 3.6%
o —streptococcus 17 3.4%
E.coli 17 3.4%
ZDith 163 32.9%

M P.aeruginosa

M S.agalactiae

I a-streptococcus M E.coli

M S.aureus (MRSA) M S.aureus

M C.albicans

W S.marcescens
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[Cjejuni 59 49.2%
P.aeruginosa 11 9.2%
THRIEERBEGES) 8 6.7%
THRIREMHRBEGESS) 6 5.0%
EAERER 5 4.2%
K.oxytoca 5 4.2%
S.aureus 3 2.5%
C.difficile 3 2.5%
C.albicans 3 2.5%
THRIEMHRBEGESS6) 2 1.7%
ZDith 15 12.5%

m C.jejuni
B TRIEMEXGEGESS) i BBHRER
m S.aureus

nTRREXBEGESS)

B THEEXBEES)
W K.oxytoca

C.albicans
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E.coli 258 33.8%
E.coli(ESBLs) 74 9.7%
S.agalactiae 54 7.1%
E.faecalis 53 6.9%
P.aeruginosa 48 6.3%
|K.oneumoniae 34 4.5%
MERER 29 3.8%
C.albicans 26 3.4%
S.aureus 22 2.9%
E.faecium 18 2.4%
ZDAth 147 19.3%

M E.coli M E.coli(ESBLs) M S.agalactiae M E.faecalis

H P.aeruginosa M K.pneumoniae B EEf#HEHE = C.albicans

S.aureus = E.faecium nZDih




