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S.aureus 55 40.1%
S.aureus (MRSA) 14 10.2%
P.aeruginosa 13 9.5%
S.marcescens 7 5.1%
H.influenzae 7 5.1%
C.parapsilosis 5 3.6%
MRCNS 4 2.9%
B —streptococcus 3 2.2%
HEBRER 2 1.5%
S.pneumoniae 2 1.5%
D 25 18.2%

M S.aureus M S.aureus (MRSA) M P.aeruginosa W S.marcescens

H H.influenzae ® C.parapsilosis ®EMRCNS [ B-streptococcus
BEEHRER ¥ S.pneumoniae M ZFNDfh
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K.pneumoniae 8 11.4%
E.coli(ESBLs) 8 11.4%
MRCNS 7 10.0%
S.aureus 7 10.0%
E.faecium 6 8.6%
B.cereus 6 8.6%
E.coli 5 7.1%
CNS 4 5.7%
P.aeruginosa 4 5.7%
S.aureus (MRSA) 3 4.3%
D 12 17.1%

B K.pneumoniae M E.coli(ESBLs) BEMRCNS M S.aureus

M E.faecium M B.cereus M E.coli mCNS

P.aeruginosa M S.aureus (MRSA) = ZMDfh
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P.aeruginosa 109 18.2%
C.albicans 61 10.2%
S.aureus (MRSA) 58 9.7%
S.aureus 45 7.5%
K.pneumoniae 41 6.8%
S.agalactiae 38 6.3%
|C.glabrata 28 4.7%
EEGER 25 4.2%
P.mirabilis 21 3.5%
E.coli 18 3.0%
ZDith 155 25.9%

M P.aeruginosa
® K.pneumoniae

P.mirabilis

M S.aureus (MRSA) M S.aureus

nEBERER
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Cjejuni 52 48.6%
THRIREMHRBEGES1) 12 11.2%
EAERER 5 4.7%
S.aureus 5 4.7%
P.aeruginosa 5 4.7%
THRIREMHRBEGES4) 4 3.7%
K.oxytoca 4 3.7%
E.coli(ESBLs) 3 2.8%
THRIREXRBEGESS) 2 1.9%
THRIEMHRBEGES2) 2 1.9%
ZDith 13 12.1%

m C.jejuni
M S.aureus

m K.oxytoca

" TRREXBEES2)

B THREXBEGES) s BBHRER
I THREREXBEGESS)
THIRMEKXBE(GESS)




ES R

FIRRI B :2022/02/22 16:23:16

S
2{H EEHEAE HHEHIIN—T
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E.coli 220 31.6%
E.coli(ESBLs) 72 10.3%
E.faecalis 46 6.6%
S.agalactiae 44 6.3%
P.aeruginosa 36 5.2%
K.pneumoniae 35 5.0%
C.albicans 27 3.9%
EEGER 23 3.3%
S.aureus 22 3.2%
Corynebacterium sp. 17 2.4%
D 155 22.2%

W E.coli M E.coli(ESBLs)

M P.aeruginosa m K.pneumoniae

M E.faecalis M S.agalactiae
u C.albicans " EERER
S.aureus ® Corynebacterium sp. = ZMDth




