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S.aureus 66 35.5%
P.aeruginosa 26 14.0%
S.aureus (MRSA) 16 8.6%
Aspergillus sp. 8 4.3%
E.coli 6 3.2%
E.cloacae 5 2.7%
ERE 4 2.2%
EEGER 4 2.2%
B —streptococcus 4 2.2%
Corynebacterium sp. 4 2.2%
D 43 23.1%

M S.aureus M P.aeruginosa

M E.coli M E.cloacae

M S.aureus (MRSA) M Aspergillus sp.

nEEE

B-streptococcus ® Corynebacterium sp. = ZMDth

nEBERER
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E.coli 14 28.6%
MRCNS 8 16.3%
E.coli(ESBLs) 6 12.2%
S.aureus 5 10.2%
P.aeruginosa 2 4.1%
L.monocytogenes 2 4.1%
E.faecium 2 4.1%
B.cereus 2 4.1%
Y —streptococcus 1 2.0%
CNS 1 2.0%
D 6 12.2%

M E.coli EMRCNS M E.coli(ESBLs) M S.aureus

B P.aeruginosa ® L.monocytogenes M E.faecium m B.cereus

y-streptococcus ® CN S R0l
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P.aeruginosa 136 22.4%
C.albicans 51 8.4%
S.aureus (MRSA) 46 7.6%
S.agalactiae 40 6.6%
S.aureus 38 6.3%
K.pneumoniae 33 5.4%
C.glabrata 31 5.1%
S.marcescens 23 3.8%
P.mirabilis 21 3.5%
C.tropicalis 21 3.5%
ZDith 166 27.4%

M P.aeruginosa M C.albicans M S.aureus (MRSA) M S.agalactiae

M S.aureus M K.pneumoniae ® C.glabrata W S.marcescens

P.mirabilis m C.tropicalis = FDih
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24 H E B #HEITIN—TF
2021/10/01~2021/10/31 JEibER
RERLEE BRHERKRISD BRIk &
B HH#HEIE)

Cjejuni 76 47.8%
THRIEMHRBEGES1) 10 6.3%
P.aeruginosa 10 6.3%
BARER 6 3.8%
Salmonella—07 6 3.8%
S.aureus 6 3.8%
THRIREERBEGESS6) 5 3.1%
THRIEMHRBEGES4) 5 3.1%
BEHmMEXEE 4 2.5%
E.coli(ESBLs) 4 2.5%
ZDith 27 17.0%

m C.jejuni

EEAHER

= TRRUEXBEES

M E.coli(ESBLs)

B THRIRMERBREGES 1) m P.aeruginosa
M Salmonella-07

6) m THRIRMERBE(

W S.aureus
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S
2{H EEHEAE HHEHIIN—T
2021/10/01~2021/10/31 MR EE - A TE R
BEBREE REKRISD [N A I
Bz HHEIE)

E.coli 290 33.0%
E.faecalis 84 9.6%
E.coli(ESBLs) 67 7.6%
S.agalactiae 64 7.3%
K.pneumoniae 56 6.4%
P.aeruginosa 48 5.5%
MERER 31 3.5%
P.mirabilis 28 3.2%
C.albicans 25 2.8%
E.cloacae 17 1.9%
D 168 19.1%

M E.coli M E.faecalis M E.coli(ESBLs) M S.agalactiae

B K.pneumoniae M P.aeruginosa = EEEHREHE = P.mirabilis

C.albicans = E.cloacae nZDih




