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2021/07/01~2021/07/31 ZDith
EEREE BRERKRISD [Ebal R
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S.aureus 70 39.8%
P.aeruginosa 17 9.7%
S.aureus (MRSA) 14 8.0%
E.coli 6 3.4%
Aspergillus sp. 6 3.4%
K.pneumoniae 5 2.8%
E.cloacae 5 2.8%
B —streptococcus 4 2.3%
K.oxytoca 4 2.3%
H.influenzae 4 2.3%
ZDAth 41 23.3%
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S.aureus (MRSA) 11 19.0%
E.coli 11 19.0%
E.faecalis 6 10.3%
CNS 5 8.6%
E.coli(ESBLs) 5 8.6%
MRCNS 2 3.4%
S.aureus 2 3.4%
S.agalactiae 2 3.4%
K.oxytoca 2 3.4%
E.cloacae 2 3.4%
ZFNih 10 17.2%

M S.aureus (MRSA) B E.coli
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P.aeruginosa 91 17.4%
C.albicans 48 9.2%
S.aureus (MRSA) 47 9.0%
S.aureus 36 6.9%
C.glabrata 30 5.7%
EEHRER 28 5.3%
K.pneumoniae 25 4.8%
E.coli 24 4.6%
|S.agalactiae 20 3.8%
H.influenzae 20 3.8%
ZDith 155 29.6%

M P.aeruginosa M C.albicans M S.aureus (MRSA) M S.aureus

W C.glabrata B EBRER ® K.pneumoniae  ® E.coli
S.agalactiae ® H.influenzae = Z®Dfth
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Cjejuni 69 50.7%
THRIREXBERERCES ) 13 9.6%
P.aeruginosa 8 5.9%
S.aureus 5 3.7%
E.coli(ESBLs) 5 3.7%
THRIREXGERCESS) 4 2.9%
K.oxytoca 3 2.2%
E.coli 3 2.2%
C.glabrata 3 2.2%
B & H i XA E 2 1.5%
D 21 15.4%

m C.jejuni
M S.aureus
™ K.oxytoca
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C.glabrata
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E.coli 262 30.8%
E.faecalis 64 7.5%
E.coli(ESBLs) 64 7.5%
K.pneumoniae 53 6.2%
S.agalactiae 41 4.8%
C.albicans 37 4.4%
P.aeruginosa 36 4.2%
EEGER 29 3.4%
« —streptococcus 22 2.6%
CNS 21 2.5%
ZFNih 221 26.0%
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