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S.aureus 78 42.2%
S.aureus (MRSA) 22 11.9%
P.aeruginosa 21 11.4%
E.coli 6 3.2%
MRCNS 5 2.7%
EREE 4 2.2%
H.influenzae 4 2.2%
C.koseri 4 2.2%
B —streptococcus 3 1.6%
S.marcescens 3 1.6%
ZDith 35 18.9%

M S.aureus M S.aureus (MRSA) M P.aeruginosa M E.coli
EMRCNS nEEE ® H.influenzae m C.koseri

B-streptococcus M S.marcescens 1 ZF D4t
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MRCNS 8 18.6%
E.coli 7 16.3%
CNS 3 7.0%
K.pneumoniae 3 7.0%
E.coli(ESBLs) 3 7.0%
Bacillus sp. 3 7.0%
S.aureus 2 4.7%
S.agalactiae 2 4.7%
C.glabrata 2 4.7%
Salmonella—08 1 2.3%
ZDith 9 20.9%

BEMRCNS mE.coli BCNS M K.pneumoniae

M E.coli(ESBLs)  ® Bacillus sp. ™ S.aureus ™ S.agalactiae

C.glabrata ® Salmonella-08 = Z M/t
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P.aeruginosa 99 19.0%
S.aureus (MRSA) 55 10.5%
S.aureus 38 7.3%
C.albicans 36 6.9%
C.glabrata 31 5.9%
EEHRER 30 5.7%
K.pneumoniae 30 5.7%
S.agalactiae 26 5.0%
S.marcescens 23 4.4%
B —streptococcus 18 3.4%
ZDith 136 26.1%

M P.aeruginosa
M C.glabrata

S.marcescens

M S.aureus (MRSA) M S.aureus

m K.pneumoniae

 B-streptococcus 1 Z Dt

M C.albicans

1 S.agalactiae
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Cjejuni 60 48.8%
THRIEMHRBEGES1) 11 8.9%
C.albicans 5 4.1%
S.aureus 4 3.3%
EARER 3 2.4%
THIEMHRBEGESS) 3 2.4%
THRIEMERBEGESS) 3 2.4%
Salmonella—04 3 2.4%
C.glabrata 3 2.4%
THRIEMHRBEGESS6) 2 1.6%
ZDith 26 21.1%

H C.jejuni B THRIRMERBREGES 1) m Calbicans
H S.aureus nEHRER u THRREXRBEGESS)
" THRIRMEREREGESA3) m Salmonella-04 C.glabrata

B THRRERBE(ESS) & 20
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E.coli 249 31.6%
E.faecalis 65 8.3%
E.coli(ESBLs) 62 7.9%
S.agalactiae 60 7.6%
P.aeruginosa 44 5.6%
|K.oneumoniae 42 5.3%
MERER 31 3.9%
S.aureus 28 3.6%
C.albicans 19 2.4%
Corynebacterium sp. 18 2.3%
ZDAth 169 21.5%

M E.coli M E.faecalis

M P.aeruginosa m K.pneumoniae

M E.coli(ESBLs) M S.agalactiae

" EEKER ™ S.aureus
C.albicans ® Corynebacterium sp. = ZMDth




