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S.aureus 78 40.6%
P.aeruginosa 31 16.1%
S.aureus (MRSA) 21 10.9%
Aspergillus sp. 10 5.2%
S.marcescens 5 2.6%
P.mirabilis 4 2.1%
C.parapsilosis 4 2.1%
S.pyogenes 3 1.6%
K.pneumoniae 3 1.6%
E.coli 3 1.6%
ZDith 30 15.6%

M S.aureus

M S.marcescens

K.pneumoniae

™ C.parapsilosis

M S.aureus (MRSA) B Aspergillus sp.

W S.pyogenes
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S.aureus (MRSA) 7 19.4%
K.pneumoniae 6 16.7%
MRCNS 5 13.9%
S.aureus 4 11.1%
E.coli 3 8.3%
C.perfringens 2 5.6%
Bacillus sp. 2 5.6%
A.hydrophila 2 5.6%
CNS 1 2.8%
P.melaninogenica 1 2.8%
ZDith 3 8.3%

M S.aureus (MRSA) M K.pneumoniae

M E.coli W C.perfringens

CNS ® P.melaninogenica 1 Z M4t

M S.aureus

= A.hydrophila
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P.aeruginosa 100 18.7%
C.albicans 62 11.6%
S.aureus (MRSA) 42 7.9%
K.pneumoniae 37 6.9%
S.aureus 36 6.7%
E.coli 29 5.4%
P.mirabilis 23 4.3%
S.marcescens 20 3.7%
|C.glabrata 20 3.7%
EERER 19 3.6%
D 147 27.5%

M P.aeruginosa M C.albicans M S.aureus (MRSA) B K.pneumoniae

M S.aureus M E.coli ™ P.mirabilis W S.marcescens

C.glabrata uEBHRER nZ0ith
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[Cjejuni 85 51.8%
P.aeruginosa 8 4.9%
THRIEERBEGES) 7 4.3%
THRIEMHRBEGESS) 5 3.0%
THRIEEXRBEGES4) 5 3.0%
K.oxytoca 5 3.0%
Salmonella—08 4 2.4%
E.coli(ESBLs) 4 2.4%
A.hydrophila 4 2.4%
BAZER 3 1.8%
ZDith 34 20.7%

® C.jejuni M P.aeruginosa " THEERBEEST)
B TRIREEXEE(ESS) B THRRMEKXEEGES4) ¥ Koxytoca
® Salmonella-08 1 E.coli(ESBLSs) A.hydrophila

L EAHER Z 0t
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E.coli 232 31.1%
E.faecalis 83 11.1%
E.coli(ESBLs) 56 7.5%
S.agalactiae 47 6.3%
K.pneumoniae 40 5.4%
P.aeruginosa 39 5.2%
C.albicans 26 3.5%
P.mirabilis 24 3.2%
C.koseri 21 2.8%
EERER 20 2.7%
D 158 21.2%

M E.coli M E.faecalis M E.coli(ESBLs) M S.agalactiae

® K.pneumoniae ® P.aeruginosa ™ C.albicans = P.mirabilis

C.koseri IERRERE 0O




