ES R

S
2{H EEHEAE HHEHIIN—T
2020/05/01~2020/05/31 Z it
EEREE BRERKRISD [N A I
Bz HHEIE)

S.aureus 78 38.0%
P.aeruginosa 28 13.7%
S.aureus (MRSA) 25 12.2%
B —streptococcus 8 3.9%
E.coli 7 3.4%
EREE 5 2.4%
P.mirabilis 5 2.4%
Corynebacterium sp. 5 2.4%
CNS 4 2.0%
S.marcescens 4 2.0%
D 36 17.6%

M S.aureus M P.aeruginosa
M E.coli " EHEE
CNS W S.marcescens

M S.aureus (MRSA) M B-streptococcus
™ P.mirabilis m Corynebacterium sp.
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E.coli 6 16.7%
S.aureus (MRSA) 5 13.9%
S.aureus 4 11.1%
S.agalactiae 3 8.3%
E.faecalis 3 8.3%
B —streptococcus 2 5.6%
MRCNS 2 5.6%
CNS 2 5.6%
C.koseri 2 5.6%
A.caviae 2 5.6%
Z Dt 5 13.9%

M E.coli M S.aureus (MRSA) M S.aureus M S.agalactiae

M E.faecalis M B-streptococcus ®MRCN S mMCNS
C.koseri ¥ A.caviae nZDih
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P.aeruginosa 106 20.5%
S.aureus (MRSA) 50 9.7%
S.aureus 42 8.1%
S.agalactiae 33 6.4%
K.pneumoniae 28 5.4%
C.albicans 28 5.4%
BEEFEER 27 5.2%
S.marcescens 24 4.6%
P.mirabilis 23 4.4%
C.glabrata 20 3.9%
ZDith 136 26.3%

M P.aeruginosa
® K.pneumoniae

P.mirabilis

M S.aureus (MRSA) M S.aureus

M S.agalactiae

W S.marcescens




ES R

it ek Ui

24 H E B #HEITIN—TF
2020/05/01~2020/05/31 JEibER
RERLEE BRHERKRISD [N A I
B HH#HEIE)

Cjejuni 65 49.2%
THRIREMHRBEGES1) 11 8.3%
EARER 7 5.3%
THRIREMHRBEGESS) 5 3.8%
S.aureus 4 3.0%
C.glabrata 4 3.0%
THRIREERBEGESS6) 3 2.3%
THRIEMHRBEGES4) 3 2.3%
Salmonella—04 3 2.3%
Escherichia coli ESBLs 3 2.3%
ZDith 24 18.2%

m C.jejuni

= TRREXREEES

M Escherichia coli ESBLs

6) m THIRMEKRBE(ESS)

B THREMXGREES) n BEBHRER
B THREXRBEGESS) B S.aureus

M C.glabrata

Salmonella-04
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E.coli 224 30.6%
E.faecalis 71 9.7%
E.coli(ESBLs) 69 9.4%
S.agalactiae 43 5.9%
P.aeruginosa 41 5.6%
K.pneumoniae 32 4.4%
C.albicans 30 4.1%
EEGER 29 4.0%
S.aureus 19 2.6%
K.pneumoniae(ESBLs) 15 2.0%
ZDAth 160 21.8%

M E.coli M E.faecalis M E.coli(ESBLs)

M S.agalactiae M P.aeruginosa
m C.albicans nEARER S.aureus
® K.pneumoniae(ESBLs) = Z Mt

W K.pneumoniae




