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S.aureus 64 32.2%
S.aureus (MRSA) 28 14.1%
P.aeruginosa 14 7.0%
H.influenzae 14 7.0%
E.coli 9 4.5%
B —streptococcus 5 2.5%
S.marcescens 5 2.5%
K.pneumoniae 4 2.0%
Corynebacterium sp. 4 2.0%
Aspergillus sp. 4 2.0%
ZDAth 48 24.1%

M S.aureus

M E.coli

M H.influenzae

M S.aureus (MRSA) M P.aeruginosa

M B-streptococcus ™ S.marcescens ¥ K.pneumoniae

Corynebacterium sp. M Aspergillus sp. nZDih
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P.aeruginosa 6 15.0%
E.coli 5 12.5%
B.cereus 5 12.5%
B —streptococcus 3 7.5%
MRCNS 3 7.5%
o —streptococcus 2 5.0%
CNS 2 5.0%
S.aureus (MRSA) 2 5.0%
S.aureus 2 5.0%
E.faecalis 2 5.0%
ZDith 8 20.0%

M B-streptococcus

M P.aeruginosa M E.coli M B.cereus
BEMRCNS M a-streptococcus @ CN S
S.aureus = E.faecalis nZDih

™ S.aureus (MRSA)
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P.aeruginosa 123 16.5%
S.aureus (MRSA) 76 10.2%
S.aureus 63 8.5%
C.albicans 60 8.1%
C.glabrata 47 6.3%
S.agalactiae 46 6.2%
|K.pneumoniae 33 4.4%
EAKER 31 4.2%
H.influenzae 30 4.0%
M(B).catarrhalis 25 3.4%
ZDith 211 28.3%

M P.aeruginosa
M C.glabrata

H.influenzae

M S.aureus (MRSA) M S.aureus

m K.pneumoniae

® M(B).catarrhalis = Z M4t

M C.albicans

nEBERER
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Cjejuni 65 46.1%
THRIRMHRBEGES1) 10 7.1%
THRIRERBEGESS) 9 6.4%
P.aeruginosa 9 6.4%
K.oxytoca 6 4.3%
BARER 5 3.5%
BFEHmMHEXBEEO—26) 3 2.1%
THRIEMHRBEGESS) 3 2.1%
« —streptococcus 3 2.1%
Salmonella-07 3 2.1%
ZDith 25 17.7%

| C.jejuni

B TRREXEEGESD)

B K.oxytoca

nEEHMERBEO—26)n THRUEXBEGEES)

a-streptococcus m Salmonella-07

Z Dt

B TRIREXREHEER)
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E.coli 207 30.1%
E.faecalis 64 9.3%
E.coli(ESBLs) 64 9.3%
S.agalactiae 44 6.4%
K.pneumoniae 40 5.8%
P.aeruginosa 30 4.4%
C.albicans 30 4.4%
EEGER 24 3.5%
P.mirabilis 23 3.3%
E.faecium 18 2.6%
ZFNih 144 20.9%

M E.coli

® K.pneumoniae ® P.aeruginosa ™ C.albicans

P.mirabilis

M S.agalactiae

EBERER




