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S.aureus 59 36.2%
P.aeruginosa 25 15.3%
S.aureus (MRSA) 20 12.3%
H.influenzae 7 4.3%
MRCNS 4 2.5%
S.marcescens 4 2.5%
L 3 1.8%
o —streptococcus 3 1.8%
CNS 3 1.8%
S.pyogenes 3 1.8%
D 32 19.6%

M S.aureus
EMRCNS
CNS

M S.aureus (MRSA) H H.influenzae

W a-streptococcus
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S.aureus (MRSA) 6 20.7%
E.coli 6 20.7%
MRCNS 3 10.3%
CNS 2 6.9%
S.agalactiae 2 6.9%
E.coli(ESBLs) 2 6.9%
B.cereus 2 6.9%
EEGER 1 3.4%
« —streptococcus 1 3.4%
P.mirabilis 1 3.4%
ZDith 3 10.3%

M S.aureus (MRSA) B E.coli

M S.agalactiae

a-streptococcus  P.mirabilis
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M P.aeruginosa M C.albicans M S.aureus (MRSA) M S.aureus

B K.pneumoniae M C.glabrata nEERER ® H.influenzae
S.agalactiae mS.marcescens = Z Dt
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P.aeruginosa 143 20.5%
C.albicans 58 8.3%
S.aureus (MRSA) 55 7.9%
S.aureus 43 6.2%
K.pneumoniae 41 5.9%
|C.glabrata 41 5.9%
MERER 38 5.5%
H.influenzae 35 5.0%
|S.agalactiae 26 3.7%
S.marcescens 25 3.6%
ZDith 192 27.5%
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Cjejuni 60 43.8%
THRIREXGERERCES ) 12 8.8%
Salmonella-—0O7 9 6.6%
P.aeruginosa 6 4.4%
K.oxytoca 5 3.6%
C.glabrata 5 3.6%
THRIEMXBEREGESS) 4 2.9%
E.coli(ESBLs) 4 2.9%
C.albicans 4 2.9%
EERER 3 2.2%
D 25 18.2%

m C.jejuni

M P.aeruginosa

" THEEKBEGESS) » E.coli(ESBLs)

L EAHER

B THIREMEXBEGES 1) = Salmonella-07
M C.glabrata

C.albicans
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M E.coli

M K.pneumoniae ™ P.aeruginosa

C.albicans

= a-streptococcus 1 F D1t

M S.agalactiae

 P.mirabilis

FIRRI B :2019/10/25 09:30:29

AR 2R - B R
[Ebal R
Bz HHEIE)

E.coli 251 33.4%
E.coli(ESBLs) 58 7.7%
E.faecalis 53 7.1%
S.agalactiae 46 6.1%
K.pneumoniae 45 6.0%
P.aeruginosa 43 5.7%
MERER 27 3.6%
P.mirabilis 20 2.7%
C.albicans 19 2.5%
o —streptococcus 18 2.4%
ZDAth 171 22.8%




