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S.aureus 73 34.4%
S.aureus (MRSA) 24 11.3%
P.aeruginosa 21 9.9%
H.influenzae 15 7.1%
/3 —streptococcus 7 3.3%
E.coli 7 3.3%
CNS 6 2.8%
E.aerogenes 5 2.4%
Corynebacterium sp. 5 2.4%
S.pneumoniae (PSSP) 4 1.9%
D 45 21.2%

M S.aureus M S.aureus (MRSA) W P.aeruginosa
M H.influenzae M B-streptococcus M E.coli
mMCNS ™ E.aerogenes Corynebacterium sp.

¥ S.pneumoniae (PSSP) 1 F Mt
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E.coli 7 16.7%
S.aureus 4 9.5%
K.pneumoniae 4 9.5%
E.coli(ESBLs) 4 9.5%
o —streptococcus 3 7.1%
MRCNS 3 7.1%
K.oxytoca 3 7.1%
CNS 2 4.8%
S.aureus (MRSA) 2 4.8%
B —streptococcus 1 2.4%
D 9 21.4%

M E.coli M S.aureus M K.pneumoniae M E.coli(ESBLs)

M o-streptococcus MR CN S  K.oxytoca mMCNS
S.aureus (MRSA)  B-streptococcus = Z Mt
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P.aeruginosa 160 20.7%
S.aureus (MRSA) 60 7.8%
C.albicans 60 7.8%
S.aureus 55 7.1%
ERBERE 46 5.9%
C.glabrata 46 5.9%
H.influenzae 39 5.0%
K.pneumoniae 34 4.4%
P.mirabilis 26 3.4%
M(B).catarrhalis 26 3.4%
Z Dt 222 28.7%

M P.aeruginosa
nEEHRER

P.mirabilis

M S.aureus (MRSA) m C.albicans

® M(B).catarrhalis = Z M4t

M S.aureus

m K.pneumoniae
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[Cjejuni 74 50.3%
P.aeruginosa 9 6.1%
THRIRERBEGESS) 7 4.8%
THRIREMHRBEGES1) 6 4.1%
THRIEEXRBEGES4) 5 3.4%
K.oxytoca 5 3.4%
C.albicans 5 3.4%
BAZRER 4 2.7%
BEHmMEXEE 3 2.0%
THRIEMHRBEGES2) 3 2.0%
ZDith 26 17.7%

H C.jejuni H P.aeruginosa = THEEXBEGESS)
B THIREXZEGES 1) m THREKBE(GES4) ® Koxytoca
= C.albicans nEEBRER & H m 4 KGE

ETHRRERBE(ES2) 5 20
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E.coli 249 31.6%
E.faecalis 82 10.4%
E.coli(ESBLs) 70 8.9%
S.agalactiae 48 6.1%
K.pneumoniae 40 5.1%
C.albicans 36 4.6%
P.aeruginosa 30 3.8%
S.aureus 25 3.2%
BERBERE 24 3.0%
Corynebacterium sp. 20 2.5%
ZDith 165 20.9%

M E.coli M E.faecalis

B K.pneumoniae m C.albicans

M E.coli(ESBLs) M S.agalactiae

™ P.aeruginosa i S.aureus

EBERGER ® Corynebacterium sp. = ZMDth




