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S.aureus 54 35.1%
P.aeruginosa 26 16.9%
S.aureus (MRSA) 15 9.7%
H.influenzae 10 6.5%
E.coli 7 4.5%
S.marcescens 6 3.9%
MRCNS 4 2.6%
ERE 3 1.9%
S.pyogenes 3 1.9%
S.pneumoniae (PSSP) 3 1.9%
D 23 14.9%

M S.aureus M P.aeruginosa H S.aureus (MRSA)
M H.influenzae M E.coli M S.marcescens
mMRCNS nEFEL S.pyogenes
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S.aureus (MRSA) 11 21.6%
E.coli 11 21.6%
CNS 4 7.8%
E.faecium 4 7.8%
Qa —streptococcus 3 5.9%
K.pneumoniae 3 5.9%
Yy —streptococcus 2 3.9%
MRCNS 2 3.9%
S.aureus 2 3.9%
M.morganii 2 3.9%
D 7 13.7%

M S.aureus (MRSA) B E.coli

B a-streptococcus M K.pneumoniae

S.aureus

M E.faecium

m y-streptococcus ®MRCN S
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P.aeruginosa 139 17.6%
S.aureus (MRSA) 85 10.8%
C.albicans 73 9.2%
S.aureus 59 7.5%
H.influenzae 40 5.1%
M(B).catarrhalis 39 4.9%
|C.glabrata 38 4.8%
EEGER 34 4.3%
S.marcescens 33 4.2%
K.pneumoniae 30 3.8%
Z Dt 220 27.8%

M P.aeruginosa
H H.influenzae

S.marcescens

M S.aureus (MRSA) m C.albicans

M M(B).catarrhalis = C.glabrata

W K.pneumoniae

M S.aureus

nEBERER
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Cjejuni 23 27.7%
P.aeruginosa 9 10.8%
THRIEHEXBRECES1) 6 7.2%
BARER 5 6.0%
THRIEEXRBEGES4) 5 6.0%
THRIEMHRBEGESS) 4 4.8%
C.albicans 4 4.8%
THRIEMRBEGES5)ESBLs 3 3.6%
THRIRMEXRBECES2) 3 3.6%
S.aureus 3 3.6%
ZDith 18 21.7%

m C.jejuni

B TRREXBEGERT)

B TRIREXREHEGESS)

1 C.albicans
THRIREXEHEES2)

0 ZEOf

M P.aeruginosa

mEEHRER

" TRRMERBHEGESS)

B TAREXREEGEAS)ESBLS

W S.aureus
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E.coli 218 30.2%
E.faecalis 68 9.4%
E.coli(ESBLs) 65 9.0%
S.agalactiae 44 6.1%
P.aeruginosa 44 6.1%
|K.oneumoniae 36 5.0%
HERER 29 4.0%
Corynebacterium sp. 24 3.3%
P.mirabilis 23 3.2%
C.albicans 19 2.6%
D 151 20.9%

M E.coli M E.faecalis

M P.aeruginosa

P.mirabilis m C.albicans

m K.pneumoniae

M E.coli(ESBLs)
nEBRER
nZ0fth

M S.agalactiae

m Corynebacterium sp.




