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S.aureus 71 33.6%
S.aureus (MRSA) 30 14.2%
P.aeruginosa 26 12.3%
H.influenzae 8 3.8%
L 6 2.8%
P.mirabilis 6 2.8%
B —streptococcus 5 2.4%
Aspergillus sp. 5 2.4%
S.pyogenes 4 1.9%
S.pneumoniae (PSSP) 4 1.9%
D 46 21.8%

M S.aureus M S.aureus (MRSA) W P.aeruginosa
M H.influenzae nEFEE M P.mirabilis
m B-streptococcus m Aspergillus sp. S.pyogenes

¥ S.pneumoniae (PSSP) 1 F Mt
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E.coli 12 27.9%
MRCNS 4 9.3%
S.aureus 4 9.3%
S.agalactiae 4 9.3%
B —streptococcus 3 7.0%
CNS 3 7.0%
S.aureus (MRSA) 3 7.0%
E.coli(ESBLs) 3 7.0%
B.cereus 3 7.0%
E.faecium 2 4.7%
ZDAth 2 4.7%

M E.coli

m B-streptococcus @ CN S

B.cereus

M S.agalactiae

™ S.aureus (MRSA) ® E.coli(ESBLs)
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P.aeruginosa 150 18.1%
C.albicans 77 9.3%
S.aureus (MRSA) 69 8.3%
S.aureus 49 5.9%
C.glabrata 45 5.4%
K.pneumoniae 43 5.2%
H.influenzae 40 4.8%
S.agalactiae 34 4.1%
M(B).catarrhalis 32 3.9%
P.mirabilis 30 3.6%
ZDith 262 31.5%

M P.aeruginosa

M C.glabrata

" M(B).catarrhalis = P.mirabilis

® K.pneumoniae

M S.aureus (MRSA) M S.aureus

1 S.agalactiae
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[Cjejuni 69 39.7%
P.aeruginosa 13 7.5%
S.aureus 10 5.7%
BARER 9 5.2%
THRIEERBEGES) 9 5.2%
THRIREMHRBEGES4) 7 4.0%
Salmonella—07 6 3.4%
THRIEMHRBEGESS) 5 2.9%
THRIRMEXRBECES2) 5 2.9%
C.glabrata 4 2.3%
ZDith 37 21.3%

m C.jejuni
N ERRER
™ Salmonella-07

W C.glabrata

W P.aeruginosa W S.aureus
ETHAREXBEGES) B TRREXEHEESS)
n THRIFEEXBEESS) » TAREXBEGES?2)
" ZOH
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E.coli 210 28.7%
E.faecalis 61 8.3%
K.pneumoniae 54 7.4%
S.agalactiae 50 6.8%
E.coli(ESBLs) 47 6.4%
P.aeruginosa 37 5.1%
MERER 30 4.1%
C.albicans 27 3.7%
E.faecium 18 2.5%
P.mirabilis 17 2.3%
ZDAth 180 24.6%

M E.coli M E.faecalis M K.pneumoniae M S.agalactiae

M E.coli(ESBLs) ® P.aeruginosa = Ef#HEE = Calbicans
E.faecium = P.mirabilis nZDih




