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S.aureus 62 34.6%
S.aureus (MRSA) 17 9.5%
H.influenzae 16 8.9%
P.aeruginosa 14 7.8%
S.pneumoniae (PSSP) 11 6.1%
E.coli 7 3.9%
S.pyogenes 5 2.8%
Corynebacterium sp. 5 2.8%
B —streptococcus 4 2.2%
S.pneumoniae 4 2.2%
D 34 19.0%
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S.aureus 10 16.1%
E.coli 9 14.5%
B.cereus 7 11.3%
E.faecium 6 9.7%
E.coli(ESBLs) 6 9.7%
Corynebacterium sp. 4 6.5%
Q —streptococcus 2 3.2%
MRCNS 2 3.2%
K.pneumoniae 2 3.2%
E.cloacae 2 3.2%
ZDAth 12 19.4%
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P.aeruginosa 133 16.3%
S.aureus (MRSA) 80 9.8%
C.albicans 69 8.4%
S.aureus 61 7.5%
M(B).catarrhalis 43 5.3%
H.influenzae 41 5.0%
S.agalactiae 40 4.9%
K.pneumoniae 38 4.7%
HEBRER 37 4.5%
C.glabrata 31 3.8%
ZDith 244 29.9%
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[Cjejuni 29 31.5%
P.aeruginosa 9 9.8%
THRIEERBEGES) 8 8.7%
THRIREMHRBEGESS) 7 7.6%
C.albicans 7 7.6%
THIEMHRBEGESS) 4 4.3%
THRIEERBEGES4) 3 3.3%
K.oxytoca 3 3.3%
|C.glabrata 3 3.3%
BAZER 2 2.2%
ZDith 17 18.5%
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E.coli 186 28.4%
E.faecalis 69 10.5%
E.coli(ESBLs) 58 8.8%
S.agalactiae 53 8.1%
P.aeruginosa 29 4.4%
|K.oneumoniae 29 4.4%
MERER 21 3.2%
C.glabrata 19 2.9%
S.aureus 18 2.7%
S.aureus (MRSA) 17 2.6%
D 157 23.9%

M E.coli
M P.aeruginosa

S.aureus

M K.pneumoniae

m S.aureus (MRSA) = ZMDf

M S.agalactiae

m C.glabrata




