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S.aureus 75 34.7%
H.influenzae 26 12.0%
S.aureus (MRSA) 18 8.3%
P.aeruginosa 17 7.9%
E.coli 8 3.7%
S.pneumoniae (PSSP) 6 2.8%
S.marcescens 6 2.8%
S.pyogenes 5 2.3%
S.agalactiae 5 2.3%
B —streptococcus 4 1.9%
ZDAth 46 21.3%

M S.aureus
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S.aureus 7 17.5%
E.coli 6 15.0%
Qa —streptococcus 5 12.5%
MRCNS 3 7.5%
CNS 2 5.0%
S.marcescens 2 5.0%
E.faecalis 2 5.0%
S.aureus (MRSA) 1 2.5%
Prevotella sp. 1 2.5%
Peptostreptococcus sp. 1 2.5%
D 10 25.0%

M S.aureus M E.coli M a-streptococcus
EMRCNS BCNS M S.marcescens
™ E.faecalis M S.aureus (MRSA) Prevotella sp.

I Peptostreptococcus sp. ZFDith
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P.aeruginosa 110 14.7%
H.influenzae 64 8.6%
C.albicans 64 8.6%
S.aureus (MRSA) 62 8.3%
S.aureus 61 8.2%
|S.agalactiae 43 5.8%
EEERER 40 5.4%
M(B).catarrhalis 40 5.4%
K.pneumoniae 33 4.4%
C.glabrata 32 4.3%
ZDith 198 26.5%

M P.aeruginosa M H.influenzae M C.albicans M S.aureus (MRSA)

M S.aureus M S.agalactiae nERNKER ® M(B).catarrhalis
K.pneumoniae & C.glabrata R0l
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Cjejuni 36 31.0%
THRIEMHRBEGES1) 21 18.1%
P.aeruginosa 8 6.9%
BARER 6 5.2%
THRIEEXRBEGESS6) 6 5.2%
K.oxytoca 6 5.2%
THRIEMERBEGESS) 5 4.3%
S.aureus 5 4.3%
THRIREXRBECES4) 4 3.4%
THRIEMHRBEGESS) 3 2.6%
ZDith 16 13.8%

m Cjejuni B THIERMEXBEGES 1) B P.aeruginosa
nEERER n THRIRMERBERGES6) m K.oxytoca
u THRMREE(EES) » S.aureus THEEXRBECESS)

B THRRERBEGESS) & 20
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E.coli 182 32.0%
E.faecalis 52 9.2%
S.agalactiae 48 8.5%
E.coli(ESBLs) 33 5.8%
MERER 24 4.2%
S.aureus 23 4.0%
P.aeruginosa 23 4.0%
K.pneumoniae 20 3.5%
E.faecium 18 3.2%
C.albicans 16 2.8%
D 129 22.7%

M E.coli
nEEKRER

E.faecium

M E.coli(ESBLs)

W P.aeruginosa ™ K.pneumoniae




