ES R

it ek Ui

FfRI B :2016/04/20 14:48:35

2{H EEHEAE HHEHIIN—T
2016/03/01~2016/03/31 Z it
EEREE BRERKRISD [Ebal R
Bz HHEIE)

S.aureus 64 34.8%
S.aureus (MRSA) 17 9.2%
P.aeruginosa 15 8.2%
H.influenzae 13 7.1%
B —streptococcus 8 4.3%
C.glabrata 6 3.3%
S.agalactiae 5 2.7%
E.coli 5 2.7%
E.faecalis 4 2.2%
C.tropicalis 4 2.2%
Z 0 43 234%
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S.aureus 8 26.7%
E.coli 8 26.7%
CNS 3 10.0%
Corynebacterium sp. 2 6.7%
MRCNS 1 3.3%
S.aureus (MRSA) 1 3.3%
P.aeruginosa 1 3.3%
K.pneumoniae 1 3.3%
K.oxytoca 1 3.3%
H.influenzae 1 3.3%
Z Dt 3 10.0%

M S.aureus M E.coli
EMRCNS ® S.aureus (MRSA)
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P.aeruginosa 113 14.6%
S.aureus (MRSA) 68 8.8%
S.aureus 68 8.8%
H.influenzae 55 7.1%
C.albicans 49 6.3%
M(B).catarrhalis 47 6.1%
|S.agalactiae 44 5.7%
EEGER 38 4.9%
C.glabrata 30 3.9%
S.marcescens 29 3.8%
Z Dt 232 30.0%

M P.aeruginosa
m C.albicans

1 C.glabrata

M S.aureus (MRSA) M S.aureus

M M(B).catarrhalis = S.agalactiae

B H.influenzae
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Cjejuni 26 21.5%
THRIEMHRBEGES1) 10 8.3%
P.aeruginosa 10 8.3%
THRIEMHRBEGESS) 9 7.4%
E.coli 8 6.6%
S.aureus 7 5.8%
K.oxytoca 7 5.8%
THRIEMHRBEGESS6) 6 5.0%
THRIRERBECES4) 5 4.1%
BAZER 4 3.3%
ZDith 29 24.0%

m Cjejuni B THIERMEXBEGES 1) B P.aeruginosa
B THIEMEXEEGESS) ®E.coli ® S.aureus
m K.oxytoca o THRMEXBEGESS) » TAREXBRECESS)
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E.coli 197 34.4%
E.faecalis 54 9.4%
S.agalactiae 51 8.9%
E.coli(ESBLs) 34 5.9%
BEGER 25 4.4%
S.aureus 20 3.5%
E.faecium 16 2.8%
P.aeruginosa 15 2.6%
K.pneumoniae 15 2.6%
C.albicans 14 2.4%
D 132 23.0%

M E.coli
nEEKRER

K.pneumoniae | C.albicans

M E.coli(ESBLs)

W P.aeruginosa




