BRI

itilaek S i

ENRI B :2026/09/28 18:05:49

28 E&EE HHEIN—T
2026/08/01~2026/08/31 Z Dt
BEREE BRI 52 [Ebak 2
BHiE HHEE)

S.aureus 65 46.1%
S.aureus (MRSA) 14 9.9%
P.aeruginosa 12 8.5%
S.pyogenes 5 3.5%
o —streptococcus 4 2.8%
S.marcescens 4 2.8%
| S.agalactiae 3 2.1%
H.influenzae 3 2.1%
E.coli 3 2.1%
E.aerogenes 3 2.1%
ZDith 25 17.7%
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S.marcescens 24 23.3%
E.coli 11 10.7%
MRCNS 10 9.7%
S.aureus 7 6.8%
E.coli(ESBLs) 6 5.8%
E.cloacae 5 4.9%
3 —streptococcus 4 3.9%
S.aureus (MRSA) 4 3.9%
P.aeruginosa 4 3.9%
ERRER 3 2.9%
Z D1t 25 24.3%

M S.marcescens
M E.coli(ESBLs)

1 P.aeruginosa

W S.aureus

I B-streptococcus I S.aureus (MRSA)
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P.aeruginosa 113 17.3%
C.albicans 51 7.8%
S.aureus (MRSA) 49 7.5%
S.aureus 42 6.4%
K.pneumoniae 37 5.7%
|C.glabrata 32 4.9%
EERER 31 4.7%
S.agalactiae 30 4.6%
M(B).catarrhalis 26 4.0%
E.coli 25 3.8%
Z D1t 218 33.3%

M P.aeruginosa
® K.pneumoniae

" M(B).catarrhalis

W S.aureus (MRSA) ® S.aureus

1 S.agalactiae
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Cjejuni 42 32.3%
C.albicans 10 1.7%
THRIEHXBERECES6) 8 6.2%
K.oxytoca 6.2%

u THRIREXGE(GESS)

™ K.oxytoca H Salmonella-04 B P.aeruginosa

B THRREXBGREGESS) » TRRMEXBEGES1) » Cglabrata
THIREEXGEGESS) » 201t

M C.jejuni M C.albicans

Salmonella—04

P.aeruginosa
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TRIEMEABECES1)
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E.coli 240 26.9%
E.coli(ESBLs) 92 10.3%
S.agalactiae 77 8.6%
E.faecalis 67 7.5%
K.pneumoniae 56 6.3%
P.aeruginosa 46 5.2%
C.albicans 39 4.4%
P.mirabilis 33 3.7%
Corynebacterium sp. 26 2.9%
S.aureus 25 2.8%
Z D1t 191 21.4%

HE.coli
M K.pneumoniae

Corynebacterium sp.

M E.coli(ESBLs) M S.agalactiae ™ E.faecalis
M P.aeruginosa m C.albicans % P.mirabilis
S.aureus nZ0H




