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S.aureus 61 35.7%
P.aeruginosa 17 9.9%
S.aureus (MRSA) 13 7.6%
E.faecalis 6 3.5%
B —streptococcus 2.9%
H.influenzae 5 2.9%
E.coli 5 2.9%
C.glabrata 5 2.9%
MRCNS 4 2.3%
Corynebacterium sp. 4 2.3%
ZDHh 46 26.9%

M S.aureus M P.aeruginosa
M B-streptococcus M H.influenzae

MRCNS Corynebacterium sp. = Z®MDth

M S.aureus (MRSA)

1 C.glabrata

M E.faecalis
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S.marcescens 22 26.2%
E.coli 14 16.7%
MRCNS 8 9.5%
S.aureus 8 9.5%
CNS 5 6.0%
E.coli(ESBLs) 5 6.0%
S.aureus (MRSA) 4 4.8%
C.neoformans 3 3.6%
S.agalactiae 2 2.4%
P.stuartii 2 2.4%
Z D1t 11 13.1%

= MRCNS W S.aureus

M S.marcescens M E.coli

mCNS M E.coli(ESBLs) m S.aureus (MRSA) = C.neoformans
S.agalactiae P.stuartii nZDfh
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P.aeruginosa 108 17.6%
C.albicans 48 7.8%
S.aureus 42 6.9%
|S.agalactiae 42 6.9%
EERER 33 5.4%
S.aureus (MRSA) 33 5.4%
M(B).catarrhalis 32 5.2%
S.marcescens 29 4.7%
K.pneumoniae 29 4.7%
H.influenzae 28 4.6%
Z D1t 189 30.8%

M P.aeruginosa
n EERER

= K.pneumoniae

™ S.agalactiae

M S.aureus (MRSA) m M(B).catarrhalis ™ S.marcescens
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C.jejuni 51 36.2%
THRIREXBGRECES 1) 11 7.8%
THRIEHXBECESI) 10 7.1%
THRIREXGRECES4) 8 5.7%
P.aeruginosa 7 5.0%
K.oxytoca 7 5.0%
THRIEHXBECESS) 6 4.3%
THRIREXGREGESS) 6 4.3%
BEEER 4 2.8%
Salmonella—04 4 2.8%
ZDfh 27 19.1%

m C.jejuni

u THRREXBEGESS)

Salmonella-04

THRRMERGE(ERS)

B THREXREEGES) = TRREXBEEEES)
» THRIRMEXRZE(GES4) B P.aeruginosa

M K.oxytoca

BERHRER
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E.coli 284 29.6%
E.coli(ESBLs) 87 9.1%
S.agalactiae 71 7.4%
K.pneumoniae 60 6.3%
E .faecalis 60 6.3%
P.aeruginosa 51 5.3%
C.albicans 35 3.6%
ERRER 30 3.1%
 —streptococcus 26 2.7%
P.mirabilis 25 2.6%
Z D1t 230 24.0%

M E.coli

M E.faecalis

a-streptococcus

W K.pneumoniae

CEBERER




