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S.aureus 48 33.3%
S.aureus (MRSA) 14 9.7%
P.aeruginosa 8 5.6%
H.influenzae 4.2%
MRCNS 5 3.5%
CNS 5 3.5%
E.coli 5 3.5%
B —streptococcus 4 2.8%
| S.agalactiae 4 2.8%
P.mirabilis 4 2.8%
Z 0t 41 28.5%

M S.aureus M S.aureus (MRSA) M P.aeruginosa M H.influenzae
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P.aeruginosa 10 14.9%
E.coli 10 14.9%
S.aureus 7 10.4%
S.marcescens 5 7.5%
S.aureus (MRSA) 5 7.5%
E.coli(ESBLs) 4 6.0%
MRCNS 3 4.5%
S.agalactiae 3 4.5%
K.pneumoniae(ESBLs) 3 4.5%
K.pneumoniae 3 4.5%
Z D1t 14 20.9%

M P.aeruginosa
M S.marcescens
m MRCNS

K.pneumoniae

M S.aureus (MRSA)

M S.aureus

M E.coli(ESBLs)

1 K.pneumoniae(ESBLs)
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P.aeruginosa 100 15.6%
S.aureus (MRSA) 48 7.5%
C.albicans 47 7.3%
S.agalactiae 40 6.2%
H.influenzae 34 5.3%
K.pneumoniae 33 5.1%
C.glabrata 31 4.8%
S.aureus 30 4.7%
M(B).catarrhalis 26 4.1%
EEEER 24 3.7%
Z D1t 228 35.6%

M P.aeruginosa
M H.influenzae

" M(B).catarrhalis

M S.aureus (MRSA) ® C.albicans

M K.pneumoniae

™ S.agalactiae

W S.aureus
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Cjejuni 47 43.5%
THIRMEXBEHECES6) 7 6.5%
K.oxytoca 6 5.6%
C.glabrata 6 5.6%
C.albicans 5 4.6%
THRIRMEXBRECESS) 4 3.7%
THRIREXZECES 1) 4 3.7%
E.coli(ESBLs) 4 3.7%
S.aureus 3 2.8%
P.aeruginosa 3 2.8%
Z D1t 19 17.6%

m C.jejuni

m C.glabrata

n THRIREREEGES)

P.aeruginosa

= THIRMEXZE(EE6) mKoxytoca
B THRIRERBEGESS)

S.aureus
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E.coli 237 27.8%
E.coli(ESBLs) 87 10.2%
E .faecalis 65 7.6%
S.agalactiae 62 7.3%
K.pneumoniae 51 6.0%
P.mirabilis 32 3.7%
P.aeruginosa 32 3.7%
C.albicans 29 3.4%
 —streptococcus 26 3.0%
Corynebacterium sp. 25 2.9%
Z D1t 208 24.4%

HE.coli
M K.pneumoniae

a-streptococcus

M E.coli(ESBLs) W E.faecalis

1 S.agalactiae

M P.mirabilis W P.aeruginosa 1 C.albicans

Corynebacterium sp. = ZDfth




