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S.aureus 41 29.9%
S.aureus (MRSA) 20 14.6%
P.aeruginosa 13 9.5%
H.influenzae 9 6.6%
E.coli 5 3.6%
E.cloacae 4 2.9%
B —streptococcus 3 2.2%
MRCNS 3 2.2%
CNS 3 2.2%
S.marcescens 3 2.2%
Z 0t 33 24.1%

M S.aureus

M E.coli

CNS

M S.aureus (MRSA) M P.aeruginosa

® H.influenzae

m B-streptococcus ' MRCNS
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P.aeruginosa 9 15.0%
E.coli(ESBLs) 8 13.3%
S.marcescens 6 10.0%
E.coli 6 10.0%
MRCNS 5 8.3%
S.aureus 5 8.3%
S.aureus (MRSA) 4 6.7%
CNS 3 5.0%
K.pneumoniae 2 3.3%
B.cereus 2 3.3%
Z D1t 10 16.7%

M P.aeruginosa
mMRCNS

= K.pneumoniae

M S.marcescens

m S.aureus (MRSA) = CNS

m E.coli
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P.aeruginosa 102 14.6%
S.aureus 58 8.3%
S.agalactiae 57 8.2%
C.albicans 56 8.0%
S.aureus (MRSA) 45 6.4%
M(B).catarrhalis 44 6.3%
C.glabrata 38 5.4%
S.pneumoniae (PSSP) 28 4.0%
K.pneumoniae 27 3.9%
H.influenzae 27 3.9%
Z D1t 217 31.0%

M P.aeruginosa
= C.albicans
m C.glabrata

H.influenzae

M S.aureus (MRSA)

W S.agalactiae

M M(B).catarrhalis

1 S.pneumoniae (PSSP) ' K.pneumoniae
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Cjejuni 38 33.6%
THRIEMXBRCEE1) 7 6.2%
BEEEE 5.3%

® C.jejuni m TRIRMARGEGES) n BEKER
® P.aeruginosa B TRREXGEGESS) s TREEXGRAGES4S)
m Salmonella-07 7 S.aureus K.oxytoca

THREMERGECESS) n 20t

P.aeruginosa

THRIEEXBEGESS)

TRIEEXBECES4)

Salmonella—07

S.aureus

K.oxytoca

THRREXBEGESS)
ZDh
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E.coli 227 24.4%
E.coli(ESBLs) 88 9.5%
E.faecalis 70 7.5%
S.agalactiae 69 7.4%
K.pneumoniae 48 5.2%
C.albicans 40 4.3%
P.mirabilis 37 4.0%
o —streptococcus 35 3.8%
P.aeruginosa 35 3.8%
Corynebacterium sp. 34 3.7%
Z D1t 248 26.6%

W E.coli M E.coli(ESBLs)

M K.pneumoniae

= P.aeruginosa

M C.albicans

W E.faecalis

1 S.agalactiae

M P.mirabilis I a-streptococcus

Corynebacterium sp. = ZDfth




