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S.aureus 51 31.9%
S.aureus (MRSA) 19 11.9%
P.aeruginosa 11 6.9%
E.coli 10 6.3%
Corynebacterium sp. 9 5.6%
| S.agalactiae 8 5.0%
MRCNS 4 2.5%
H.influenzae 4 2.5%
EERER 3 1.9%
B —streptococcus 3 1.9%
ZDHh 38 23.8%
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S.marcescens 10 16.1%
E.coli 8 12.9%
MRCNS 6 9.7%
K.pneumoniae 5 8.1%
S.aureus 4 6.5%
E.coli(ESBLs) 4 6.5%
3 —streptococcus 3 4.8%
S.aureus (MRSA) 3 4.8%
K.pneumoniae(ESBLs) 3 4.8%
E.faecalis 3 4.8%
Z D1t 13 21.0%

B S.marcescens

 K.pneumoniae

W B-streptococcus

E.faecalis

1 S.aureus (MRSA)

= MRCNS
M E.coli(ESBLs)

1 K.pneumoniae(ESBLs)
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P.aeruginosa 91 13.4%
S.aureus 55 8.1%
S.aureus (MRSA) 53 7.8%
M(B).catarrhalis 49 7.2%
C.albicans 48 7.1%
S.agalactiae 46 6.8%
C.glabrata 31 4.6%
H.influenzae 29 4.3%
P.mirabilis 28 4.1%
K.pneumoniae 26 3.8%
Z D1t 221 32.6%

M P.aeruginosa
M C.albicans

7 P.mirabilis

M S.aureus (MRSA) & M(B).catarrhalis

" H.influenzae
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C,jejuni 20 29.4%
Salmonella—07 5 7.4%
THRIREXBECESS) 4 5.9%
THIEHXBERECES1) 4 5.9%
S.aureus 4 5.9%
P.aeruginosa 4 5.9%
K.oxytoca 4 5.9%
Escherichia coli ESBLs 4 5.9%
BEERER 3 4.4%
THRIREXBECESG) 3 4.4%
Z D1t 13 19.1%

H C.jejuni H Salmonella-07 = TREEXGEGESS)
» THRIRERMERZEGES 1) BS.aureus M P.aeruginosa
m K.oxytoca I Escherichia coli ESBLs HERER

THREMERGE(ESS) n 20t
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E.coli 228 27.2%
E.coli(ESBLs) 96 11.5%
S.agalactiae 72 8.6%
E.faecalis 60 7.2%
P.aeruginosa 52 6.2%
K.pneumoniae 42 5.0%
P.mirabilis 30 3.6%
o —streptococcus 26 3.1%
S.aureus 21 2.5%
Corynebacterium sp. 21 2.5%
Z D1t 189 22.6%

HE.coli
M P.aeruginosa

S.aureus

™ E.faecalis

M E.coli(ESBLs) M S.agalactiae

M K.pneumoniae M P.mirabilis I a-streptococcus

Corynebacterium sp. = ZDfth




