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S.aureus 36 29.3%
S.aureus (MRSA) 11 8.9%
P.aeruginosa 11 8.9%
E.coli 8 6.5%
E.faecalis 6 4.9%
S.marcescens 5 4.1%
Corynebacterium sp. 5 4.1%
B —streptococcus 4 3.3%
Aspergillus sp. 4 3.3%
S.pyogenes 3 2.4%
Z 0t 30 24.4%

M S.aureus M S.aureus (MRSA) M P.aeruginosa M E.coli

M E.faecalis W S.marcescens 1 Corynebacterium sp. I B-streptococcus

Aspergillus sp. S.pyogenes " ZDith
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S.aureus (MRSA) 5 13.2%
E.coli 5 13.2%
S.agalactiae 3 7.9%
P.aeruginosa 3 7.9%
K.pneumoniae(ESBLs) 3 7.9%
MRCNS 2 5.3%
CNS 2 5.3%
S.marcescens 2 5.3%
K.pneumoniae 2 5.3%
E.coli(ESBLs) 2 5.3%
Z D1t 9 23.7%

M S.aureus (MRSA)

W P.aeruginosa
mCNS
E.coli(ESBLs)

m S.agalactiae
B K.pneumoniae(ESBLs) @ MRCNS

 K.pneumoniae
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P.aeruginosa 91 14.7%
S.aureus (MRSA) 74 12.0%
C.albicans 56 9.0%
S.aureus 50 8.1%
M(B).catarrhalis 49 7.9%
S.agalactiae 35 5.7%
S.marcescens 25 4.0%
K.pneumoniae 24 3.9%
C.glabrata 24 3.9%
H.influenzae 23 3.7%
Z D1t 168 27.1%

M P.aeruginosa

B M(B).catarrhalis M S.agalactiae

= C.glabrata

M S.aureus (MRSA) ® C.albicans

W S.marcescens

W S.aureus

= K.pneumoniae
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Cjejuni 23 35.9%
THRIREXBGRECES 1) 7 10.9%
THRIEHXBECESS) 5 7.8%
THRIREXBGREGESI) 5 7.8%
BEEEE 4 6.3%
S.aureus 3 4.7%
P.aeruginosa 3 4.7%
THRIREXGRECGES4) 2 3.1%
S.aureus (MRSA) 2 3.1%
K.oxytoca 2 3.1%
ZDfh 8 12.5%

m C.jejuni

W P.aeruginosa

K.oxytoca

= THRRERGEES ) » TRAREXBHEGESS)
" THRIRERSEESS) W EAHRER
THRRMERGE(ERS)

M S.aureus

S.aureus (MRSA)
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E.coli 222 29.9%
E.coli(ESBLs) 62 8.4%
E .faecalis 57 7.7%
S.agalactiae 53 7.1%
K.pneumoniae 46 6.2%
P.aeruginosa 30 4.0%
C.albicans 28 3.8%
P.mirabilis 25 3.4%
Corynebacterium sp. 25 3.4%
o/ —streptococcus 18 2.4%
Z D1t 176 23.7%

W E.coli M E.coli(ESBLs)

M K.pneumoniae

Corynebacterium sp.

M P.aeruginosa

W E.faecalis

1 S.agalactiae

m C.albicans % P.mirabilis

a-streptococcus nZDfh




