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2{H EEHEAE HHEHIIN—T
2015/07/01~2015/07/31 Z it
BEBREE REKRISD [N A I
Bz HHEIE)

S.aureus 82 34.2%
P.aeruginosa 34 14.2%
S.aureus (MRSA) 29 12.1%
H.influenzae 13 5.4%
E.coli 11 4.6%
E.faecalis 7 2.9%
B —streptococcus 6 2.5%
S.pneumoniae (PSSP) 6 2.5%
S.marcescens 6 2.5%
A.baumannii 5 2.1%
D 41 17.1%

M S.aureus

B H.influenzae
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M A.baumannii
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MRCNS 9 18.8%
B.cereus 7 14.6%
CNS 6 12.5%
K.pneumoniae 5 10.4%
E.coli 5 10.4%
S.aureus (MRSA) 2 4.2%
S.aureus 2 4.2%
E.coli(ESBLs) 2 4.2%
B.cepacia 2 4.2%
EERER 1 2.1%
ZDAth 7 14.6%

EMRCNS
M E.coli

B.cepacia

M S.aureus (MRSA) & S.aureus

B K.pneumoniae

1 E.coli(ESBLSs)
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P.aeruginosa 159 18.0%
S.aureus 63 7.1%
C.albicans 57 6.5%
S.aureus (MRSA) 54 6.1%
EAERER 48 5.4%
H.influenzae 46 5.2%
K.pneumoniae 41 4.6%
S.agalactiae 40 4.5%
M(B).catarrhalis 37 4.2%
C.glabrata 37 4.2%
ZDith 300 34.0%

M P.aeruginosa M S.aureus M C.albicans M S.aureus (MRSA)

B ERNER ® H.influenzae m K.pneumoniae M S.agalactiae
" M(B).catarrhalis ® C.glabrata nZDih
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Cjejuni 79 34.2%
THRIRMHRBEGES1) 24 10.4%
THRIRERBEGESS) 9 3.9%
S.aureus 9 3.9%
C.difficile 9 3.9%
K.oxytoca 8 3.5%
E.faecium 8 3.5%
THRIEMHRBEGES4) 7 3.0%
THRIREXRBECESS) 7 3.0%
P.aeruginosa 7 3.0%
ZDith 64 27.7%

m C.jejuni

M S.aureus
= E.faecium

W P.aeruginosa

B THRIREXRBEGES ) s TRREXEHEGESSD)
M C.difficile M K.oxytoca

= TRIREXBEGESS) » TRIREXEEESS)
0 ZEOf
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E.coli 217 34.7%
E.faecalis 50 8.0%
S.agalactiae 39 6.2%
CNS 32 5.1%
E.coli(ESBLs) 32 5.1%
EEHRER 27 4.3%
K.pneumoniae 27 4.3%
P.aeruginosa 25 4.0%
C.albicans 22 3.5%
C.koseri 21 3.4%
ZDAth 134 21.4%

M E.coli

 E.coli(ESBLs)

C.albicans

BCNS
mEREER ©K.pneumoniae M P.aeruginosa




