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S.aureus 50 34.2%
S.aureus (MRSA) 16 11.0%
P.aeruginosa 16 11.0%
CNS 7 4.8%
E.coli 7 4.8%
H.influenzae 5 3.4%
Corynebacterium sp. 5 3.4%
E.faecalis 4 2.7%
P.mirabilis 3 2.1%
E.faecium 3 2.1%
ZDHh 30 20.5%
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E.coli 7 13.0%
MRCNS 6 11.1%
S.marcescens 6 11.1%
P.aeruginosa 5 9.3%
K.oxytoca 4 7.4%
CNS 3 5.6%
S.pneumoniae (PSSP) 2 3.7%
K.pneumoniae(ESBLs) 2 3.7%
E.faecium 2 3.7%
E.coli(ESBLs) 2 3.7%
Z D1t 15 27.8%

M E.coli

W P.aeruginosa

 S.marcescens
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P.aeruginosa 79 12.8%
C.albicans 60 9.7%
S.aureus 54 8.8%
S.agalactiae 49 8.0%
S.aureus (MRSA) 48 7.8%
M(B).catarrhalis 35 5.7%
EERER 29 4.7%
K.pneumoniae 27 4.4%
C.glabrata 25 4.1%
S.marcescens 23 3.7%
Z D1t 187 30.4%

M P.aeruginosa

® S.aureus (MRSA) B M(B).catarrhalis = BEEHEE

= C.glabrata

™ S.agalactiae

= K.pneumoniae
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C,jejuni 27 39.1%
Salmonella—04 6 8.7%
THRIREXIZECESS) 5 7.2%
Salmonella—07 5 7.2%
K.oxytoca 4 5.8%
THREXBECES 1D 3 4.3%
S.aureus 3 4.3%
BRI R 2 2.9%
THEMEXBRECESS) 2 2.9%
S.aureus (MRSA) 2 2.9%
Z D1t 10 14.5%

m C.jejuni
m Salmonella-07
W S.aureus

S.aureus (MRSA)

® Salmonella-04
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E.coli 223 28.1%
E.coli(ESBLs) 69 8.7%
E .faecalis 65 8.2%
S.agalactiae 61 1.7%
P.aeruginosa 48 6.1%
K.pneumoniae 43 5.4%
C.albicans 29 3.7%
P.mirabilis 28 3.5%
EERER 23 2.9%
S.aureus 20 2.5%
Z D1t 184 23.2%

M E.coli

M P.aeruginosa M K.pneumoniae ® C.albicans

BRHKER

™ S.agalactiae

7 P.mirabilis




